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125 130 135 

Thr Leu Arg Val Leu Tyr Thr Pro Gly His Thr Asp Asp His Met 

140 145 150 

Ala Leu Leu Leu Glu Glu Glu Asn Ala lie Phe Ser Gly Asp Cys 

155 160 165 

lie Leu Gly Glu Gly Thr Thr Val Phe Glu Asp Leu Tyr Asp Tyr 

170 175 130 

Met Asn Ser Leu Lys Glu Leu Leu Lys lie Lys Ala Asp lie lie 

18 5 19 0 19 5 

Tyr Pro Gly His Gly Pro Val lie His Asn Ala Glu Ala Lys lie 

2 0 0 2 0 5 210 

Gin Gin Tyr lie Ser His Arg Asn lie Arg Glu Gin Gin lie Leu 

215 220 225 

Thr Leu Phe Arg Glu Asn Phe Glu Lys Ser Phe Thr Val Met Glu 

230 23 5 24 0 

Leu Val Lys lie lie Tyr Lys Asn Thr Pro Glu Asn Leu His Glu 

2 4 5 2 5 0 2 5 5 

Met Ala Lys His Asn Leu Leu Leu His Leu Lys Lys Leu Glu Lys 

260 265 270 

Glu Gly Lys lie Phe Ser Asn Thr Asp Pro Asp Lys Lys Trp Lys 

275 280 235 

Ala His Leu 



<210> 2 
<211> 432 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 1881009CD1 

<400> 2 

Met Phe Pro Ser lie Leu Met Phe His Pro Glu Ala Ala Arg Ala 

15 10 15 

lie Leu Glu Tyr Arg lie Arg Thr Leu Asp Gly Ala Leu Glu Asn 

2 0 2 5 3 0 

Ala Gin Asn Leu Gly Tyr Gin Gly Ala Lys Phe Ala Trp Glu Ser 

35 40 45 

Ala Asp Ser Gly Leu Glu Val Cys Pro Glu Asp lie Tyr Gly Val 

50 55 60 

Gin Glu Val His Val Asn Gly Ala Val Val Leu Ala Phe Glu Leu 

65 70 75 

Tyr Tyr His Thr Thr Gin Asp Leu Gin Leu Phe Arg Glu Ala Gly 

8 0 8 5 9 0 

Gly Trp Asp Val Val Arg Ala Val Ala Glu Phe Trp Cys Ser Arg 

95 100 105 

Val Glu Trp Ser Pro Arg Glu Glu Lys Tyr His Leu Arg Gly Val 

110 115 120 

Met Ser Pro Asp Glu Tyr His Ser Gly Val Asn Asn Ser Val Tyr 

125 130 135 

Thr Asn Val Leu Val Gin Asn Ser Leu Arg Phe Ala Ala Ala Leu 

140 145 150 
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Ala Gin Asp Leu Gly Leu Pro lie Pro Ser Gin Trp Leu Ala Val 

155 160 165 

Ala Asp Lys lie Lys Val Pro Phe Asp Val Glu Gin Asn Phe His 

170 175 180 

Pro Glu Phe Asp Gly Tyr Glu Pro Gly Glu Val Val Lys Gin Ala 

185 190 195 

Asp Val Val Leu Leu Gly Tyr Pro Val Pro Phe Ser Leu Ser Pro 

200 205 210 

Asp Val Arg Arg Lys Asn Leu Glu lie Tyr Glu Ala Val Thr Ser 

215 220 225 

Pro Gin Gly Pro Ala Met Thr Trp Ser Met Phe Ala Val Gly Trp 

230 235 240 

Met Glu Leu Lys Asp Ala Val Arg Ala Arg Gly Leu Leu Asp Arg 

245 250 255 

Ser Phe Ala Asn Met Ala Glu Pro Phe Lys Val Trp Thr Glu Asn 

260 265 270 

Ala Asp Gly Ser Gly Ala Val Asn Phe Leu Thr Gly Met Gly Gly 

275 280 285 

Phe Leu Gin Ala Val Val Phe Gly Cys Thr Gly Phe Arg Val Thr 

290 295 300 

Arg Ala Gly Val Thr Phe Asp Pro Val Cys Leu Ser Gly lie Ser 

305 310 315 

Arg Val Ser Val Ser Gly lie Phe Tyr Gin Gly Asn Lys Leu Asn 

320 325 330 

Phe Ser Phe Ser Glu Asp Ser Val Thr Val Glu Val Thr Ala Arg 

335 340 345 

Ala Gly Pro Trp Ala Pro His Leu Glu Ala Glu Leu Trp Pro Ser 

350 355 360 

Gin Ser Arg Leu Ser Leu Leu Pro Gly His Lys Val Ser Phe Pro 

365 370 375 

Arg Ser Ala Gly Arg lie Gin Met Ser Pro Pro Lys Leu Pro Gly 

380 385 390 

Ser Ser Ser Ser Glu Phe Pro Gly Arg Thr Phe Ser Asp Val Arg 

395 400 405 

Asp Pro Leu Gin Ser Pro Leu Trp Val Thr Leu Gly Ser Ser Ser 

410 415 420 

Pro Thr Glu Ser Leu Thr Val Asp Pro Ala Ser Glu 



<210> 3 
<211> 737 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 2054065CD1 

<400> 3 

Met Ala Asp Thr Gin Tyr lie Leu Pro Asn Asp lie Gly Val Ser 

15 10 15 

Ser Leu Asp Cys Arg Glu Ala Phe Arg Leu Leu Ser Pro Thr Glu 



425 



430 



20 



25 



30 
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Arg Leu Tyr Ala Tyr His Leu Ser Arg Ala Ala Trp Tyr Gly Gly 

35 40 45 

Leu Ala Val Leu Leu Gin Thr Ser Pro Glu Ala Pro Tyr lie Tyr 

50 55 60 

Ala Leu Leu Ser Arg Leu Phe Arg Ala Gin Asp Pro Asp Gin Leu 

65 70 75 

Arg Gin His Ala Leu Ala Glu Gly Leu Thr Glu Glu Glu Tyr Gin 

30 85 90 

Ala Phe Leu Val Tyr Ala Ala Gly Val Tyr Ser Asn Met Gly Asn 

9 5 10 0 1 0 5 

Tyr Lys Ser Phe Gly Asp Thr Lys Phe Val Pro Asn Leu Pro Lys 

110 115 120 

Glu Lys Leu Glu Arg Val lie Leu Gly Ser Glu Ala Ala Gin Gin 

125 130 135 

His Pro Glu Glu Val Arg Gly Leu Trp Gin Thr Cys Gly Glu Leu 

140 145 150 

Met Phe Ser Leu Glu Pro Arg Leu Arg His Leu Gly Leu Gly Gin 

155 160 165 

Glu Gly lie Thr Thr Tyr Phe Ser Gly Asn Cys Thr Met Glu Asp 

17 0 175 180 

Ala Lys Leu Ala Gin Asp Phe Leu Asp Ser Gin Asn Leu Ser Ala 

135 190 195 

Tyr Asn Thr Arg Leu Phe Lys Glu Val Asp Gly Glu Gly Lys Pro 

200 205 210 

Tyr Tyr Glu Val Arg Leu Ala Ser Val Leu Gly Ser Glu Pro Ser 

215 220 225 

Leu Asp Ser Glu Val Thr Ser Lys Leu Lys Ser Tyr Glu Phe Arg 

230 235 240 

Gly Ser Pro Phe Gin Val Thr Arg Gly Asp Tyr Ala Pro lie Leu 

245 250 255 

Gin Lys Val Val Glu Gin Leu Glu Lys Ala Lys Ala Tyr Ala Ala 

260 265 270 

Asn Ser His Gin Gly Gin Met Leu Ala Gin Tyr lie Glu Ser Phe 

275 280 285 

Thr Gin Gly Ser lie Glu Ala His Lys Arg Gly Ser Arg Phe Trp 

290 295 300 

lie Gin Asp Lys Gly Pro lie Val Glu Ser Tyr lie Gly Phe lie 

305 310 315 

Glu Ser Tyr Arg Asp Pro Phe Gly Ser Arg Gly Glu Phe Glu Gly 

320 325 330 

Phe Val Ala Val Val Asn Lys Ala Met Ser Ala Lys Phe Glu Arg 

335 340 345 

Leu Val Ala Ser Ala Glu Gin Leu Leu Lys Glu Leu Pro Trp Pro 

3 5 0 3 5 5 3 6 0 

Pro Thr Phe Glu Lys Asp Lys Phe Leu Thr Pro Asp Phe Thr Ser 

365 370 375 

Leu Asp Val Leu Thr Phe Ala Gly Ser Gly lie Pro Ala Gly lie 

3 8 0 3 8 5 3 9 0 

Asn lie Pro Asn Tyr Asp Asp Leu Arg Gin Thr Glu Gly Phe Lys 

395 400 405 

Asn Val Ser Leu Gly Asn Val Leu Ala Val Ala Tyr Ala Thr Gin 

410 415 420 

Arg Glu Lys Leu Thr Phe Leu Glu Glu Asp Asp Lys Asp Leu Tyr 

425 430 435 

lie Leu Trp Lys Gly Pro Ser Phe Asp Val Gin Val Gly Leu His 

440 445 450 
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Glu Leu Leu Gly His Gly Ser Gly Lys Leu Phe Val Gin Asp Glu 

455 460 465 

Lys Gly Ala Phe Asn Phe Asp Gin Glu Thr Val lie Asn Pro Glu 

470 475 480 

Thr Gly Glu Gin lie Gin Ser Trp Tyr Arg Ser Gly Glu Thr Trp 

485 490 495 

Asp Ser Lys Phe Ser Thr lie Ala Ser Ser Tyr Glu Glu Cys Arg 

500 505 510 

Ala Glu Ser Val Gly Leu Tyr Leu Cys Leu His Pro Gin Val Leu 

515 520 525 

Glu lie Phe Gly Phe Glu Gly Ala Asp Ala Glu Asp Val lie Tyr 

530 535 540 

Val Asn Trp Leu Asn Met Val Arg Ala Gly Leu Leu Ala Leu Glu 

545 550 555 

Phe Tyr Thr Pro Glu Ala Phe Asn Trp Arg Gin Ala His Met Gin 

560 565 570 

Ala Arg Phe Val lie Leu Arg Val Leu Leu Glu Ala Gly Glu Gly 

575 530 585 

Leu Val Thr lie Thr Pro Thr Thr Gly Ser Asp Gly Arg Pro Asp 

590 595 600 

Ala Arg Val Arg Leu Asp Arg Ser Lys lie Arg Ser Val Gly Lys 

605 610 615 

Pro Ala Leu Glu Arg Phe Leu Arg Arg Leu Gin Val Leu Lys Ser 

620 625 630 

Thr Gly Asp Val Ala Gly Gly Arg Ala Leu Tyr Glu Gly Tyr Ala 

635 640 645 

Thr Val Thr Asp Ala Pro Pro Glu Cys Phe Leu Thr Leu Arg Asp 

650 655 660 

Thr Val Leu Leu Arg Lys Glu Ser Arg Lys Leu lie Val Gin Pro 

665 670 675 

Asn Thr Arg Leu Glu Gly Ser Asp Val Gin Leu Leu Glu Tyr Glu 

680 685 690 

Ala Ser Ala Ala Gly Leu He Arg Ser Phe Ser Glu Arg Phe Pro 

695 700 705 

Glu Asp Gly Pro Glu Leu Glu Glu He Leu Thr Gin Leu Ala Thr 

710 715 720 

Ala Asp Ala Arg Phe Trp Lys Gly Pro Ser Glu Ala Pro Ser Gly 

725 730 735 

Gin Ala 



<210> 4 
<211> 108 
<212> PRT 

<213> Homo sapiens 
<220> 

< 2 2 1 > misc_feature 

<223> Incyte ID No: 2183367CD1 

<400> 4 

Met Thr Arg Arg Trp Gly Pro Ser Ser Gin Leu Gin His Gin Ser 

15 10 15 

Leu Pro Pro Arg Ser His Ala Trp Ser Pro Arg Ala Gin Pro Ala 
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20 25 30 

Arg Arg Glu Gly Glu Arg Arg Arg Arg Pro Asn Arg Pro Ala Trp 

35 40 45 

Gly Pro Ser Arg Arg Pro Leu Pro Pro Glu Arg Gly Leu Asp Pro 

50 55 60 

Asn Gly Glu Gin Val Val Trp Gin Ala Ser Gly Trp Ala Ala Arg 

65 70 75 

lie lie Gin His Glu Met Asp His Leu Gin Gly Cys Leu Phe lie 

80 85 90 

Asp Lys Met Asp Ser Arg Thr Phe Thr Asn Val Tyr Trp Met Lys 

95 100 105 

Val Asn Asp 



<210> 5 
<211> 510 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 2458536CD1 

<400> 5 

Met Ala Ala Asp Ser Asp Asp Gly Ala Val Ser Ala Pro Ala Ala 

15 10 15 

Ser Asp Gly Gly Val Ser Lys Ser Thr Thr Ser Gly Glu Glu Leu 

20 25 30 

Val Val Gin Val Pro Val Val Asp Val Gin Ser Asn Asn Phe Lys 

35 40 45 

Glu Met Trp Pro Ser Leu Leu Leu Ala lie Lys Thr Ala Asn Phe 

50 55 60 

Val Ala Val Asp Thr Glu Leu Ser Gly Leu Gly Asp Arg Lys Ser 

65 70 75 

Leu Leu Asn Gin Cys lie Glu Glu Arg Tyr Lys Ala Val Cys His 

80 85 90 

Ala Ala Arg Thr Arg Ser lie Leu Ser Leu Gly Leu Ala Cys Phe 

95 100 105 

Lys Arg Gin Pro Asp Lys Gly Glu His Ser Tyr Leu Ala Gin Val 

110 115 120 

Phe Asn Leu Thr Leu Leu Cys Met Glu Glu Tyr Val lie Glu Pro 

125 130 135 

Lys Ser Val Gin Phe Leu lie Gin His Gly Phe Asn Phe Asn Gin 

140 145 150 

Gin Tyr Ala Gin Gly lie Pro Tyr His Lys Gly Asn Asp Lys Gly 

155 160 165 

Asp Glu Ser Gin Ser Gin Ser Val Arg Thr Leu Phe Leu Glu Leu 

170 175 180 

lie Arg Ala Arg Arg Pro Leu Val Leu His Asn Gly Leu lie Asp 

185 190 195 

Leu Val Phe Leu Tyr Gin Asn Phe Tyr Ala His Leu Pro Glu Ser 

200 205 210 

Leu Gly Thr Phe Thr Ala Asp Leu Cys Glu Met Phe Pro Ala Gly 

215 220 225 
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lie Tyr Asp Thr Lys Tyr Ala Ala Glu Phe His Ala Arg Phe Val 

230 235 240 

Ala Ser Tyr Leu Glu Tyr Ala Phe Arg Lys Cys Glu Arg Glu Asn 

245 250 255 

Gly Lys Gin Arg Ala Ala Gly Ser Pro His Leu Thr Leu Glu Phe 

260 265 270 

Cys Asn Tyr Pro Ser Ser Met Arg Asp His lie Asp Tyr Arg Cys 

275 280 285 

Cys Leu Pro Pro Ala Thr His Arg Pro His Pro Thr Ser lie Cys 

290 295 3 00 

Asp Asn Phe Ser Ala Tyr Gly Trp Cys Pro Leu Gly Pro Gin Cys 

305 310 315 

Pro Gin Ser His Asp lie Asp Leu lie lie Asp Thr Asp Glu Ala 

320 325 330 

Ala Ala Glu Asp Lys Arg Arg Arg Arg Arg Arg Arg Glu Lys Arg 

335 340 345 

Lys Arg Ala Leu Leu Asn Leu Pro Gly Thr Gin Thr Ser Gly Glu 

3 50 355 360 

Ala Lys Asp Gly Pro Pro Lys Lys Gin Val Cys Gly Asp Ser lie 

365 370 375 

Lys Pro Glu Glu Thr Glu Gin Glu Val Ala Ala Asp Glu Thr Arg 

380 385 390 

Asn Leu Pro His Ser Lys Gin Gly Asn Lys Asn Asp Leu Glu Met 

395 400 405 

Gly lie Lys Ala Ala Arg Pro Glu lie Ala Asp Arg Ala Thr Ser 

410 415 420 

Glu Val Pro Gly Ser Gin Ala Ser Pro Asn Pro Val Pro Gly Asp 

425 430 435 

Gly Leu His Arg Ala Gly Phe Asp Ala Phe Met Thr Gly Tyr Val 

440 445 450 

Met Ala Tyr Val Glu Val Ser Gin Gly Pro Gin Pro Cys Ser Ser 

455 460 465 

Gly Pro Trp Leu Pro Glu Cys His Asn Lys Val Tyr Leu Ser Gly 

470 475 480 

Lys Ala Val Pro Leu Thr Val Ala Lys Ser Gin Phe Ser Arg Ser 

485 490 495 

Ser Lys Ala His Asn Gin Lys Met Lys Leu Thr Trp Gly Ser Ser 



<210> 6 
<211> 732 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 2472979CD1 

<400> 6 

Met Gin Gin Ala Leu Glu Leu Ala Leu Asp Arg Ala Glu Tyr Val 

15 10 15 

lie Glu Ser Ala Arg Gin Arg Pro Pro Lys Arg Lys Tyr Leu Ser 



500 



505 



510 



20 



25 



30 
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Ser Gly Arg Lys Ser Val Phe Gin Lys Leu Tyr Asp Leu Tyr lie 

35 40 45 

Glu Glu Cys Glu Lys Glu Pro Glu Val Lys Lys Leu Arg Arg Asn 

50 55 60 

Val Asn Leu Leu Glu Lys Leu Val Met Gin Glu Thr Leu Ser Cys 

65 70 75 

Leu Val Val Asn Leu Tyr Pro Gly Asn Glu Gly Tyr Ser Leu Met 

80 85 90 

Leu Arg Gly Lys Asn Gly Ser Asp Ser Glu Thr lie Arg Leu Pro 

95 100 105 

Tyr Glu Glu Gly Glu Leu Leu Glu Tyr Leu Asp Ala Glu Glu Leu 

110 115 120 

Pro Pro lie Leu Val Asp Leu Leu Glu Lys Ser Gin Val Asn lie 

125 130 135 

Phe His Cys Gly Cys Val lie Ala Glu lie Arg Asp Tyr Arg Gin 

140 145 150 

Ser Ser Asn Met Lys Ser Pro Gly Tyr Gin Ser Arg His lie Leu 

155 160 165 

Leu Arg Pro Thr Met Gin Thr Leu lie Cys Asp Val His Ser lie 

170 175 130 

Thr Ser Asp Asn His Lys Trp Thr Gin Glu Asp Lys Leu Leu Leu 

185 190 195 

Glu Ser Gin Leu lie Leu Ala Thr Ala Glu Pro Leu Cys Leu Asp 

200 205 210 

Pro Ser He Ala Val Thr Cys Thr Ala Asn Arg Leu Leu Tyr Asn 

215 220 225 

Lys Gin Lys Met Asn Thr Arg Pro Met Lys Arg Cys Phe Lys Arg 

230 235 240 

Tyr Ser Arg Ser Ser Leu Asn Arg Gin Gin Asp Leu Ser His Cys 

245 250 255 

Pro Pro Pro Pro Gin Leu Arg Leu Leu Asp Phe Leu Gin Lys Arg 

260 265 270 

Lys Glu Arg Lys Ala Gly Gin His Tyr Asp Leu Lys lie Ser Lys 

275 280 235 

Ala GLy Asn Cys Val Asp Met Trp Lys Arg Ser Pro Cys Asn Leu 

2 9 0 2 9 5 3 0 0 
Ala lie Pro Ser Glu Val Asp Val Glu Lys Tyr Ala Lys Val Glu 

305 310 315 

Lys Ser lie Lys Ser Asp Asp Ser Gin Pro Thr Val Trp Pro Ala 

320 325 330 

His Asp Val Lys Asp Asp Tyr Val Phe Glu Cys Glu Ala Gly Thr 

335 340 345 

Gin Tyr Gin Lys Thr Lys Leu Thr lie Leu Gin Ser Leu Gly Asp 

350 355 360 

Pro Leu Tyr Tyr Gly Lys lie Gin Pro Cys Lys Ala Asp Glu Glu 

3 6 5 3 7 0 37 5 
Ser Asp Ser Gin Met Ser Pro Ser His Ser Ser Thr Asp Asp His 

380 385 390 

Ser Asn Trp Phe lie lie Gly Ser Lys Thr Asp Ala Glu Arg Val 

395 400 405 

Val Asn Gin Tyr Gin Glu Leu Val Gin Asn Glu Ala Lys Cys Pro 

410 415 420 

Val Lys Met Ser His Ser Ser Ser Gly Ser Ala Ser Leu Ser Gin 

425 430 435 

Val Ser Pro Gly Lys Glu Thr Asp Gin Thr Glu Thr Val Ser Val 



440 



445 



450 
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Gin Ser Ser Val Leu Gly Lys Gly Val Lys His Arg Pro Pro Pro 

455 460 465 

He Lys Leu Pro Ser Ser Ser Gly Asn Ser Ser Ser Gly Asn Tyr 

470 475 480 

Phe Thr Pro Gin Gin Thr Ser Ser Phe Leu Lys Ser Pro Thr Pro 

485 490 495 

Pro Pro Ser Ser Lys Pro Ser Ser He Pro Arg Lys Ser Ser Val 

500 505 510 

Asp Leu Asn Gin Val Ser Met Leu Ser Pro Ala Ala Leu Ser Pro 

515 520 525 

Ala Ser Ser Ser Gin Arg Thr Thr Ala Thr Gin Val Met Ala Asn 

530 535 540 

Ser Ala Gly Leu Asn Phe He Asn Val Val Gly Ser Val Cys Gly 

545 550 555 

Ala Gin Ala Leu Met Ser Gly Ser Asn Pro Met Leu Gly Cys Asn 

560 565 570 

Thr Gly Ala lie Thr Pro Ala Gly He Asn Leu Ser Gly Leu Leu 

575 580 585 

Pro Ser Gly Gly Leu Leu Pro Asn Ala Leu Pro Ser Ala Met Gin 

590 595 600 

Ala Ala Ser Gin Ala Gly Val Pro Phe Gly Leu Lys Asn Thr Ser 

605 610 615 

Ser Leu Arg Pro Leu Asn Leu Leu Gin Leu Pro Gly Gly Ser Leu 

620 625 630 

He Phe Asn Thr Leu Gin Gin Gin Gin Gin Gin Leu Ser Gin Phe 

635 640 645 

Thr Pro Gin Gin Pro Gin Gin Pro Thr Thr Cys Ser Pro Gin Gin 

650 655 660 

Pro Gly Glu Gin Gly Ser Glu Gin Gly Ser Thr Ser Gin Glu Gin 

665 670 675 

Ala Leu Ser Ala Gin Gin Ala Ala Val He Asn Leu Thr Gly Val 

680 685 690 

Gly Ser Phe Met Gin Ser Gin Ala Ala Ala Val Ala He Leu Ala 

695 700 705 

Ala Ser Asn Gly Tyr Gly Ser Ser Ser Ser Thr Asn Ser Ser Ala 

710 715 720 

Thr Ser Ser Ser Ala Tyr Arg Gin Pro Val Lys Lys 



<210> 7 
<211> 343 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 2612754CD1 

<400> 7 

Met Ala Gly Gly Arg Pro His Leu Lys Arg Ser Phe Ser lie He 

15 10 15 

Pro Cys Phe Val Phe Val Glu Ser Val Leu Leu Gly He Val He 



725 



730 



20 



25 



30 
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Leu Leu Ala Tyr Arg Leu Glu Phe Thr Asp Thr Phe Pro Val His 

35 40 45 

Thr Gin Gly Phe Phe Cys Tyr Asp Ser Thr Tyr Ala Lys Pro Tyr 

50 55 60 

Pro Gly Pro Glu Ala Ala Ser Arg Val Pro Pro Ala Leu Val Tyr 

65 70 75 

Ala Leu Val Thr Ala Gly Pro Thr Leu Thr lie Leu Leu Gly Glu 

80 85 90 

Leu Ala Arg Pro Phe Phe Pro Ala Pro Pro Ser Ala Val Pro Val 

95 100 105 

lie Gly Glu Ser Thr lie Val Ser Gly Ala Cys Cys Arg Phe Ser 

110 115 120 

Pro Pro Val Arg Arg Leu Val Arg Phe Leu Gly Val Tyr Ser Phe 

125 130 135 

Gly Leu Phe Thr Thr Thr lie Phe Ala Asn Ala Gly Gin Val Val 

140 145 150 

Thr Gly Asn Pro Thr Pro His Phe Leu Ser Val Cys Arg Pro Asn 

155 16 0 165 

Tyr Thr Ala Leu Gly Cys Leu Pro Pro Ser Pro Asp Arg Pro Gly 

170 175 180 

Pro Asp Arg Phe Val Thr Asp Gin Gly Ala Cys Ala Gly Ser Pro 

185 19 0 195 

Ser Leu Val Ala Ala Ala Arg Arg Ala Phe Pro Cys Lys Asp Ala 

200 205 210 

Ala Leu Cys Ala Tyr Ala Val Thr Tyr Thr Ala Met Tyr Val Thr 

215 220 225 

Leu Val Phe Arg Val Lys Gly Ser Arg Leu Val Lys Pro Ser Leu 

230 235 240 

Cys Leu Ala Leu Leu Cys Pro Ala Phe Leu Val Gly Val Val Arg 

245 250 255 

Val Ala Glu Tyr Arg Asn His Trp Ser Asp Val Leu Ala Gly Phe 

2 6 0 2 6 5 2 7 0 

Leu Thr Gly Ala Ala lie Ala Thr Phe Leu Val Thr Cys Val Val 

275 280 285 

His Asn Phe Gin Ser Arg Pro Pro Ser Gly Arg Ser Val Ser Pro 

290 295 300 

Trp Glu Asp Leu Gly Gin Ala Pro Thr Met Asp Ser Pro Leu Glu 

305 310 315 

Lys Asn Pro Arg Ser Ala Gly Arg lie Arg His Arg His Gly Ser 

320 32 5 330 

Pro His Pro Ser Arg Arg Thr Ala Pro Ala Val Ala Thr 

335 340 



<210> 8 
<211> 717 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 2616646CD1 

<400> 8 
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Met Arg Arg 
1 

Asn Leu Val 
Arg Arg Ala 
Met Pro Gly 
Asp Asp Leu 
Leu Trp Trp 
Lys Leu Asp 
Val Leu Met 
lie Met Cys 
Arg Lys Ser 
Phe Pro Glu 
Asp Gly Val 
Thr Val Val 
lie lie lie 
Ser Ser Ala 
Leu Leu Asn 
Arg lie Lys 
Arg Val Ala 
Ser Asp Thr 
Leu Leu His 
Ala Gin Val 
Leu Asp Ala 
Ala Ala Ala 
Thr Gly Leu 
Thr Asp Tyr 
Gly Ser lie 
His Val Ser 
Ala Leu Asp 



Ser Pro Pro 

5 

Ala Ala Ser 

20 

Gly Ser Leu 

3 5 

Met Val Leu 
50 

Val Phe Pro 
65 

He Gly He 
80 

Cys Ala Gly 
95 

He Leu Leu 
110 

Val Ser Met 
125 

Met Ser Lys 
140 

Met Val Trp 
155 

Gin Cys Asp 

170 

Val Ser Trp 
185 

Val Phe Asp 

200 

Gly Pro Ser 
215 

Gly Leu Lys 

23 0 
Leu Leu Cys 

245 
Phe Ser Ser 

260 

Asp Leu Val 
275 

Gin Gin Gin 
290 

Val Cys His 
305 

Glu Leu Glu 

320 

Tyr Gly Trp 
335 

Cys Arg He 

350 

Asp Leu Val 

365 

Leu His Thr 

380 

Phe His Asp 

395 
His Arg Lys 

410 



Ser Leu Arg 

Gly Gly Cys 

Leu Ser Ala 

Phe Gly Arg 

Gly Phe Phe 

Leu Thr Leu 

Gly Ala Leu 

Ala Val Val 

Arg Gly Thr 

Leu Leu Tyr 

Ala Ser Leu 

Arg Thr Val 

lie He He 

Pro Leu Gly 

His Leu Asp 

Thr Ala Ala 

Cys Cys He 

Thr Ala Glu 

Pro Ser Asp 

Asp Asn He 

Ala Pro Gly 

Asn Cys His 

Pro Leu Tyr 

Gly Gly Asp 

Gly Gly Asp 

Thr Gly Leu 

Lys Val Tyr 

Glu Ser Val 



Leu Arg Leu 
10 

Trp Phe Val 

25 

Ser Tyr Gly 
40 

Arg Trp Ala 
55 

Glu Leu Val 
7 0 

Tyr Leu Met 
35 

Leu Ser Ser 
100 

He Cys Thr 
115 

He Cys Asn 
13 0 

He Arg Leu 
145 

Gly Ala Ala 
160 

Val Asn Gly 

17 5 

Ala Ala Thr 
19 0 

Gly Lys Met 

2 05 

Ser His Asp 
220 

Thr Ser Val 
235 

Gly Lys Asp 
250 

Leu Phe Ser 
265 

He Ala Ala 
280 

Arg Asn Asn 
29 5 

Ser Ser Gin 
310 

His Tyr Met 

32 5 

He Tyr Arg 
340 

Cys Cys Arg 
355 

Gin Leu Asn 
370 

Gin Tyr Arg 
385 

Glu Leu Pro 
400 

Val Val Ala 
415 
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Ser Ala Asp 
15 

Leu Gly Glu 
30 

Thr Phe Ala 
45 

He Ala Ser 
60 

Val Arg Val 
75 

His Arg Gly 
90 

Tyr Leu He 
105 

Val Ser Ala 
120 

Pro Gly Pro 
135 

Ala Leu Phe 
150 

Trp Val Ala 
165 

He He Ala 

180 

Val Val Ser 
195 

Ala Pro Tyr 

210 

Ser Ser Gin 
225 

Trp Glu Thr 
240 

Asp His Thr 
255 

Thr Tyr Phe 
270 

Gly Leu Ala 
285 

Gin Glu Pro 
3 00 

Glu Ala Asp 
315 

Gin Phe Ala 

330 

Asn Pro Leu 
345 

Ser Arg Thr 
360 

Cys His Phe 
375 

Asp Phe He 
390 

Phe Leu Val 
405 

Val Arg Gly 
420 
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Thr Met Ser 
Glu Val Leu 
Lys Gly lie 
Asn Asp Gly 
Arg Leu Val 
Leu Leu Ala 
Tyr Ala Phe 
Glu Tyr Ser 
Val lie Pro 
Arg lie Leu 
lie Leu Leu 
Asn Asn Leu 
Thr Gin Pro 
Pro Ala Tyr 
Lys Tyr Pro 
Glu Glu Gly 
Tyr Ser Ala 
lie Gly Pro 
Arg Ala Leu 
Cys Pro Ala 



Leu Gin Asp 
425 

Asp Val Glu 

440 
Ser Gin Ala 

455 
lie Leu Ser 

470 
lie Val Gly 

485 

Thr Met Leu 
500 

Ser Pro Pro 
515 

Gin Ser Phe 

530 

Arg Leu Ser 
545 

Arg Val Val 

560 
His Gly Leu 

575 

Pro Thr Glu 

590 

Leu Leu Gly 
605 

Ser Phe Ser 
620 

Pro Leu Tyr 
635 

Ala Ser Gly 
650 

Lys Trp Ser 
665 

Lys Met Leu 
680 

Asp Ser Val 
695 

Gin Gly Val 
710 



Val Leu Thr 
Cys Glu Val 
Ala Arg Tyr 
Gin Ala Phe 
His Ser Leu 
Arg Ala Ala 
Arg Gly Leu 
lie Val Ser 
Val Thr Asn 
Ala His Cys 
Trp Tyr Glu 
Leu Asp Gly 
Glu Gin Ser 
Ser Asp Ser 
Pro Pro Gly 
Arg Phe Gly 
His Glu Ala 
Thr Asp His 
Val Ser Asp 
Ser Ser Val 



Asp Leu Ser 
430 

Gin Asp Arg 
445 

Val Tyr Gin 
460 

Ser lie Ala 
475 

Gly Gly Gly 
490 

Tyr Pro Gin 
505 

Trp Ser Lys 
520 

Leu Val Leu 

535 

Leu Glu Asp 
550 

Asn Lys Pro 
565 

Leu Phe Gly 
580 

Gly Asp Gin 

595 

Leu Leu Thr 
610 

Pro Leu Asp 
625 

Arg lie lie 
640 

Cys Cys Ser 
655 

Glu Phe Ser 
670 

Met Pro Asp 
685 

Arg Ala Ala 
700 

Asp Val Ala 
715 



Ala Glu Ser 
435 

Leu Ala His 
450 

Arg Leu lie 
465 

Pro Glu Tyr 
480 

Ala Ala Ala 
495 

Val Arg Cys 
510 

Ala Leu Gin 
525 

Gly Lys Asp 
540 

Leu Lys Arg 
555 

Lys Tyr Lys 
570 

Gly Asn Pro 
585 

Glu Val Leu 

600 

Arg Trp Ser 
615 

Ser Ser Pro 
630 

His Leu Gin 
645 

Ala Ala His 
660 

Lys lie Leu 
675 

lie Leu Met 
690 

Cys Val Ser 
705 



<210> 9 
<211> 236 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> mi sc_f eature 

<223> Incyte ID No: 2625111CD1 

<400> 9 

Met Leu Pro Asp Cys Leu Ser Ala Glu Gly Glu Leu Arg Cys Arg 
15 10 15 
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Arg Leu Leu 
Ser Ala Ala 
Ala Leu Leu 
Lys Gly Asp 
Gin Asp Val 
Gly Leu Ala 
Val Tyr Asp 
Val Gly Pro 
Val Asp Glu 
Gin Asn Gin 
Tyr Thr Leu 
Leu Thr Ala 
Gly Thr Tyr 
Glu Gly Leu 
Ala Ser Ser 



Ala Gly Ala 
20 

Val Leu Val 

3 5 

Tyr Thr Leu 

50 

Val Ser Phe 
65 

Val His Thr 
80 

Val Pro Glu 
95 

Pro Gin Lys 
110 

Leu Asp Pro 
125 

Val Phe Ala 
140 

Gly Tyr Thr 
155 

Pro Val Phe 
170 

Val lie Thr 

185 

Gin Pro Arg 

200 

Ala Arg Pro 
215 

Thr Pro Gly 
230 



Thr Ala Arg 
Pro Leu Cys 
Arg Ser Ser 
Pro Gly Gly 
Ala Leu Arg 
Glu His Val 
Ala Thr Val 
Gin Ser Leu 
Leu Pro Leu 
His Phe Cys 
Leu His Gly 
Glu Phe Ala 
Leu Ala Gly 
Lys Gin Pro 
Leu Asn Lys 



Leu Arg Ala 

25 

Ser Val Arg 
40 

Arg Leu Thr 
55 

Lys Cys Asp 

7 0 

Glu Thr Arg 
85 

Trp Gly Leu 
100 

Val Pro Val 
115 

Arg Pro Asn 

130 

Ala His Leu 
145 

Arg Gly Gly 
160 

Pro His Arg 
175 

Leu Gin Leu 
190 

Leu Thr Cys 

205 

Leu Ala Ser 
220 

Gly Leu 
235 



Arg Pro Ala 
30 

Gly Val Pro 
4 5 

Gly Arg His 

6 0 

Pro Ala Asp 
75 

Glu Glu Leu 

9 0 

Leu Arg Pro 
105 

Leu Ala Gly 
120 

Ser Glu Glu 
13 5 

Leu Gin Thr 
150 

His Phe Arg 

1 6 5 

Val Trp Gly 
180 

Leu Ala Pro 

19 5 

Ser Gly Ala 

2 1 0 

Pro Cys Gin 

225 



<210> 10 
<211> 386 
<212> PRT 

<213> Homo sapiens 

<220> 

<221> mi sc_f eature 

<223> Incyte ID No: 2724525CD1 



Arg Leu Pro Ser 
15 

Ser Gly Ala Lys 
30 

Ser Pro Val Pro 
45 

Glu Val Glu Asn 

60 

Ser Gly Ser Glu 
75 

His Ser Ala Leu 
90 



<400> 10 

Met Ser Ala Leu Glu Lys Ser Met His Leu Gly 

15 10 

Arg Pro Pro Leu Pro Gly Ser Gly Gly Ser Gin 

20 25 

Met Arg Met Gly Pro Gly Arg Lys Arg Asp Phe 

35 40 

Trp Ser Gin Tyr Phe Glu Ser Met Glu Asp Val 

50 55 

Glu Thr Gly Lys Asp Thr Phe Arg Val Tyr Lys 

65 70 

Gly Pro Val Leu Leu Leu Leu His Gly Gly Gly 

80 85 



13/29 



PF-0738 USN 



Ser Trp Ala Val Phe Thr Ala Ala lie lie Ser Arg Val Gin Cys 

95 100 105 

Arg lie Val Ala Leu Asp Leu Arg Ser His Gly Glu Thr Lys Val 

110 115 120 

Lys Asn Pro Glu Asp Leu Ser Ala Glu Thr Met Ala Lys Asp Val 

125 130 135 

Gly Asn Val Val Glu Ala Met Tyr Gly Asp Leu Pro Pro Pro He 

140 145 150 

Met Leu He Gly His Ser Met Gly Gly Ala He Ala Val His Thr 

155 160 16 5 

Ala Ser Ser Asn Leu Val Pro Ser Leu Leu Gly Leu Cys Met lie 

170 175 180 

Asp Val Val Glu Gly Thr Ala Met Asp Ala Leu Asn Ser Met Gin 

185 190 195 

Asn Phe Leu Arg Gly Arg Pro Lys Thr Phe Lys Ser Leu Glu Asn 

200 205 210 

Ala He Glu Trp Ser Val Lys Ser Gly Gin He Arg Asn Leu Glu 

215 220 225 

Ser Ala Arg Val Ser Met Val Gly Gin Val Lys Gin Cys Glu Gly 

230 235 240 

He Thr Ser Pro Glu Gly Ser Lys Ser He Val Glu Gly He He 

245 250 255 

Glu Glu Glu Glu Glu Asp Glu Glu Gly Ser Glu Ser He Ser Lys 

260 265 270 

Arg Lys Lys Glu Asp Asp Met Glu Thr Lys Lys Asp His Pro Tyr 

275 280 285 

Thr Trp Arg He Glu Leu Ala Lys Thr Glu Lys Tyr Trp Asp Gly 

^90 295 300 

Trp Phe Arg Gly Leu Ser Asn Leu Phe Leu Ser Cys Pro He Pro 

3 0 5 310 315 

Lys Leu Leu Leu Leu Ala Gly Val Asp Arg Leu Asp Lys Asp Leu 

320 325 330 

Thr He Gly Gin Met Gin Gly Lys Phe Gin Met Gin Val Leu Pro 

335 340 345 

Gin Cys Gly His Ala Val His Glu Asp Ala Pro Asp Lys Val Ala 

350 355 360 

Glu Ala Val Ala Thr Phe Leu He Arg His Arg Phe Ala Glu Pro 

365 370 375 

He Gly Gly Phe Gin Cys Val Phe Pro Gly Cys 

380 385 



<210> 11 
<211> 522 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 2824691CD1 

<400> 11 

Met Val Arg Ser Gly Lys Asn Gly Asp Leu His Leu Lys Gin He 
15 10 15 
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Ala Tyr Tyr Lys Arg Thr Gly Glu Tyr His Ser Thr Thr Leu Pro 

2 0 2 5 3 0 
Ser Glu Arg Ser Gly lie Arg Arg Ala Ala Lys Lys Phe Val Phe 

3 5 40 45 
Lys Glu Lys Lys Leu Phe Tyr Val Gly Lys Asp Arg Lys Gin Asn 

5 0 5 5 6 0 
Arg Leu Val lie Val Ser Glu Glu Glu Lys Lys Lys Val Leu Arg 

6 5 7 0 7 5 
Glu Cys His Glu Asn Asp Ser Gly Ala His His Gly lie Ser Arg 

8 0 3 5 9 0 

Thr Leu Thr Leu Val Glu Ser Asn Tyr Tyr Trp Thr Ser Val Thr 

9 5 1 0 0 10 5 

Asn Asp Val Lys Gin Trp Val Tyr Ala Cys Gin His Cys Gin Val 

110 115 12 0 

Ala Lys Asn Thr Val lie Val Ala Pro Lys Gin His Leu Leu Lys 

125 130 135 

Val Glu Asn Pro Trp Ser Leu Val Thr Val Asp Leu Met Gly Pro 

140 145 150 

Phe His Thr Ser Asn Arg Ser His Val Tyr Ala lie lie Met Thr 

1 5 5 16 0 16 5 

Asp Leu Phe Thr Lys Trp lie Val lie Leu Pro Leu Cys Asp Val 

17 0 175 180 

Ser Ala Ser Glu Val Ser Lys Ala lie lie Asn lie Phe Phe Leu 

185 190 195 

Tyr Gly Pro Pro Gin Lys lie lie Met Asp Gin Arg Asp Glu Phe 

2 0 0 2 0 5 210 

lie Gin Gin lie Asn lie Glu Leu Tyr Arg Leu Phe Gly lie Lys 

215 220 225 

Gin lie Val lie Ser His Thr Ser Gly Thr Val Asn Pro Met Glu 

23 0 2 3 5 2 4 0 

Ser Thr Pro Asn Thr lie Lys Ala Phe Leu Ser Lys His Cys Ala 

245 250 255 

Asp His Pro Asn Asn Trp Asp Asp His Leu Ser Ala Val Ser Phe 

2 6 0 2 6 5. 2 7 0 

Ala Phe Asn Val Thr His Leu Glu Pro Thr Lys Asn Thr Pro Tyr 

275 280 285 

Phe Gin Met Phe Ser Arg Asn Pro Tyr Met Pro Glu Thr Ser Asp 

290 295 3 00 

Ser Leu His Glu Val Asp Gly Asp Asn Thr Ser Met Phe Ala Lys 

?■ -15 310 315 

lie Leu Asp Ala lie Lys Glu Ala Asp Lys lie Met Glu Asn Lys 

f.l:0 325 330 

Thr Thr Ser Leu ('»:;/ Gin Met Glu Asn Asn Asn Leu Asp Glu Lou 

'..-=, 3,4 0 34 5 

Asn Lys Ser Lys Lie lie Val Lys Lys Lys Pro Lys Gin Leu Asn 

••• 3 -.5 3 60 

Pro Phe His Leu Lys Val Gly His Glu w <il Leu Arg Gin Arg Lys 

:■> 5 3V0 375 

Asn Trp Trp Lys Asp Gly Arg Phe Gin Ser" Glu Trp Val Gly Pro 

5 o 0 3 3 5 3 9 0 

Cys Val lie Asp Tyr lie Thr Glu Ser Gly Cys Ala Val Leu Arg 

395 400 4 0 5 

Asp Asn Thr Gly Val Arg Leu Lys Arg Pro lie Lys Met Ser His 

410 415 420 

Leu Lys Pro Tyr lie Arg Glu Ser Ser Glu Gin Glu Ser Leu Tyr 

425 430 435 
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Leu Leu Gin Gly Ser Val Val Ala Asp His Asp Tyr lie Gly Leu 

440 445 450 

Pro Glu lie Pro lie Gly Ala Tyr Gin Ala Asn lie Leu Val Glu 

455 460 465 

Asp Ala Thr lie Gly lie Val Asp Asn Glu Leu Leu Thr Ser Ser 

470 475 480 

Lys Asp Arg Glu Leu Leu Glu Tyr Arg Asn Thr Lys lie Ser Pro 

485 490 495 

Leu lie Asp Asp His Ser Ser Leu Glu Lys Gin Thr Phe Ser Leu 

500 505 510 

Leu Asp Ser Ser Asn Gin Val Leu Glu Tyr Leu Ser 

515 520 



<210> 12 
<211> 420 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 4722794CD1 

<400> 12 

Met Thr Met Glu Lys Gly Met Ser Ser Gly Glu Gly Leu Pro Ser 

15 10 15 

Arg Ser Ser Gin Val Ser Ala Gly Lys lie Thr Ala Lys Glu Leu 

20 25 30 

Glu Thr Lys Gin Ser Tyr Lys Glu Lys Arg Gly Gly Phe Val Leu 

35 40 45 

Val His Ala Gly Ala Gly Tyr His Ser Glu Ser Lys Ala Lys Glu 

50 55 60 

Tyr Lys His Val Cys Lys Arg Ala Cys Gin Lys Ala lie Glu Lys 

65 70 75 

Leu Gin Ala Gly Ala Leu Ala Thr Asp Ala Val Thr Ala Ala Leu 

80 85 90 

Val Glu Leu Glu Asp Ser Pro Phe Thr Asn Ala Gly Met Gly Ser 

95 100 105 

Asn Leu Asn Leu Leu Gly Glu lie Glu Cys Asp Ala Ser lie Met 

110 115 120 

Asp Gly Lys Ser Leu Asn Phe Gly Ala Val Gly Ala Leu Ser Gly 

12 5 13 0 13 5 

lie Lys Asn Pro Val Ser Val Ala Asn Arg Leu Leu Cys Glu Gly 

140 145 15 0 

Gin Lys Gly Lys Leu Ser Ala Gly Arg lie Pro Pro Cys Phe Leu 

155 16 0 165 

Val Gly Glu Gly Ala Tyr Arg Trp Ala Val Asp His Gly lie Pro 

170 175 180 

Ser Cys Pro Pro Asn lie Met Thr Thr Arg Phe Ser Leu Ala Ala 

185 190 195 

Phe Lys Arg Asn Lys Arg Lys Leu Glu Leu Ala Glu Arg Val Asp 

200 205 210 

Thr Asp Phe Met Gin Leu Lys Lys Arg Arg Gin Ser Ser Glu Lys 

215 220 225 
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Glu Asn Asp Ser Gly Thr Leu Asp Thr Val Gly Ala Val Val Val 
230 235 240 

Asp His Glu Gly Asn Val Ala Ala Ala Val Ser Ser Gly Gly Leu 

2 4 5 2 5 0 2 5 5 
Ala Leu Lys His Pro Gly Arg Val Gly Gin Ala Ala Leu Tyr Gly 

260 265 270 

Cys Gly Cys Trp Ala Glu Asn Thr Gly Ala His Asn Pro Tyr Ser 

275 230 285 

Thr Ala Val Ser Thr Ser Gly Cys Gly Glu His Leu Val Arg Thr 

290 2 95 3 00 

lie Leu Ala Arg Glu Cys Ser His Ala Leu Gin Ala Glu Asp Ala 

3 0 5 3 10 315 
His Gin Ala Leu Leu Glu Thr Met Gin Asn Lys Phe lie Ser Ser 

320 325 330 

Pro Phe Leu Ala Ser Glu Asp Gly Val Leu Gly Gly Val lie Val 

335 340 345 

Leu Arg Ser Cys Arg Cys Ser Ala Glu Pro Asp Ser Ser Gin Asn 

350 355 360 

Lys Gin Thr Leu Leu Val Glu Phe Leu Trp Ser His Thr Thr Glu 

365 370 375 

Ser Met Cys Val Gly Tyr Met Ser Ala Gin Asp Gly Lys Ala Lys 

380 33 5 390 

Thr His lie Ser Arg Leu Pro Pro Gly Ala Val Ala Gly Gin Ser 

395 4 0 0 405 

Val Ala lie Glu Gly Gly Val Cys Arg Leu Glu Ser Pro Val Asn 

410 415 420 



<210> 13 
<211> 186 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 5328267CD1 

<400> 13 

Met Lys Ala Leu Leu Val Leu Gly Phe Leu Leu Leu Ser Ala Ser 

1 5 1C 15 

Val Gin Ala Lys Thr Tyr Glu Arg Cys Glu Phe Ala Arg Thr Leu 

2 0 2 = '0 
Lys Arg Asn Gly Met Ser Gly Tyr Tyr GLy Val Ser Leu Ala Asp 

3 5 4 0 4 5 
Trp Val Cys Leu Ala Gin His Glu Ser Asn Tyr Asn Thr Gin Ala 

5 0 5 5 6 0 

Arg Asn Tyr Asn Pro Gly Asp Gin Ser Thr Asp Tyr Gly lie Phe 

65 70 75 

Gin lie Asn Ser Arg Tyr Trp Cys Asn Asp Gly Lys Thr Pro Arg 

80 85 90 

Ala Lys Asn Ala Cys Gly lie Pro Cys Ser Ala Leu Leu Gin Asp 

95 100 105 

Asp lie Thr Ala Ala lie Gin Cys Ala Lys Arg Val Val Arg Asp 

110 115 120 
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Pro Gin Gly lie Arg Ala Trp Val Ala Trp Gin Arg His Cys Lys 

125 130 135 

Asn Arg Asp Leu Ser Gly Tyr lie Arg Asn Cys Gly Val Trp Thr 

140 145 150 

Gin Cys Thr Ser Thr Gin Leu Thr Leu Ser Leu Ser His Cys Gly 

155 160 165 

Ser Ser Tyr Gly Glu Gly Pro Thr Ser Leu Leu Ser Pro Gin Asn 

170 175 180 

Asn Arg Ala Phe Thr Ser 

135 



<210> 14 
<211> 243 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> mi sc_f eature 

<223> Incyte ID No: 5382277CD1 

<400> 14 

Met Ala Leu Cys Glu Ala Ala Gly Cys Gly Ser Ala Leu Leu Trp 

1 5 10 15 

Pro Arg Leu Leu Leu Phe Gly Asp Ser lie Thr Gin Phe Ser Phe 

2 0 2 5 3 0 
Gin Gin Gly Gly Trp Gly Ala Ser Leu Ala Asp Arg Leu Val Arg 

3 5 4 0 4 5 
Lys Cys Asp Val Leu Asn Arg Gly Phe Ser Gly Tyr Asn Thr Arg 

5 0 5 5 6 0 

Trp Ala Lys He lie Leu Pro Arg Leu He Arg Lys Gly Asn Ser 

65 70 75 

Leu Asp lie Pro Val Ala Val Thr He Phe Phe Gly Ala Asn Asp 

80 85 90 

Ser Ala Leu Lys Asp Glu Asn Pro Lys Gin His He Pro Leu Glu 

9 5 10 0 10 5 

Glu Tyr Ala Ala Asn Leu Lys Ser Met Val Gin Tyr Leu Lys Ser 

110 115 120 

Val Asp lie Pro Glu Asn Arg Val He Leu He Thr Pro Thr Pro 

125 130 135 

Leu Cys Glu Thr Ala Trp Glu Glu Gin Cys He He Gin Gly Cys 

14 0 145 HO 
Lys Leu Asn Arg Leu Asn Ser Val Val Gly Glu Tyr Ala Asn Ala 

15 5 HO 1>, 5 
Cys Leu Gin Val hia. Gin Asp Cys Gly Thr Asp Val Leu Asp Leu 

HO L7 5 lo0 

Trp Thr Leu Met Gin Asp Ser Gin Asp Phe Ser Ser Tyr Leu Ser 

13 5 L <2 0 1 9 5 

Asp Gly Leu His Leu Ser Pro Lys Gly Asn Glu Phe Leu Phe Ser 

200 205 210 

His Leu Trp Pro Leu He Glu Lys Lys Val Ser Ser Leu Pro Leu 

215 220 225 

Leu Leu Pro Tyr Trp Arg Asp Val Ala Glu Ala Lys Pro Glu Leu 

230 235 240 
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Ser Leu Leu Gly Asp Gly Asp His 
245 



<210> 15 

<211> 1231 

<212> DIIA 

<213> Homo sapiens 



<221> misc_f eature 

<223> Incyte ID No: 1659002CB1 



<4 0 0> 15 

ctggagtatc 

tgcagcgcgt 

ccatgaccct 

ttgacactgg 

aatttaacac 

gcataggaga 

cacggaatcc 

aagatggaga 

acactgatga 

gcar.cc tagg 

aagagttatr 

algctgaagc 

ttaoattat: 

t ttacaagaa 

tgaaaaaact 

aagctcatct 

tatgttttct 

aaccctagat 

acaaccat at 

aatctaatag 

aatttatcta 



cagataggcg 
cgagcggc tg 
ccaaggcacc 
agaaccagca 
agcaatccag 
tatttgtaaa 
tcagagagaa 
tgtgat taag 
tcacatggc t 
ggaaggaaca 
gaaaa tcaaa 
taaaat tcaa 
tcgtgagaac 
tac tcctgag 
agaaaaagaa 
ttagtttcag 
taac tatagg 
atact ttaaa 
gataggttat 
tttatcagtt 
atttaaagtt 



acacgccggc 
tccaatcgag 
aacacc tacc 
at tccagaat 
gaaat tgtag 
agca tcaata 
gaaattatag 
actgagggag 
c tactcttag 
acggtat t tg 
gctgatat ta 
caatacatt t 
tt tgagaaat 
aat t taca tg 
ggaaaaatat 
attaaagaaa 
ttat tttata 
ataatgttat 
ttctctaacc 
ttcaatagat 
gaaaaaaaaa 



gggcggctga 
tcgtgcgtgt 
tagtggggac 
acatcagc tg 
tgactcac tg 
atgacactac 
gaaatggaga 
ccactctaag 
aagaggaaaa 
aagacc tc ta 
tatatccagg 
ctcacagaaa 
cat t tacagt 
aaatggc taa 
ttagcaacac 
gctttgtttt 
gagaatataa 
at ttatgcta 
ttgtcttcta 
taaataaaat 
a 



ggcgggaatg 
gttgggctgt 
cggccccagg 
t t taaagcag 
gcaccgagat 
ctattgcatt 
gcaacaatat 
agttctatat 
tgc tatc t t t 
tgat tatatg 
acatggccca 
tat tcgagag 
aatggagc tt 
acataatc tc 
agatcctgac 
attttgcttt 
aagtataaaa 
aaatatgtaa 
acgttttacc 
gattactt ta 



gc tgctgtac 
aacccgggtc 
agaatcctca 
gctctaactg 
cattctggag 
aaaaaactcc 
gtttatctga 
acccctggcc 
tctggagat t 
aac tctttaa 
gtaattcata 
cagcaaattc 
gtaaaaatta 
t tac ttcat t 
aagaaatgga 
gagagaatgg 
cat taaaaa t 
at tacac ta t 
aaaaat teat 
aaaataataa 



60 
120 
ISO 
240 
3 0 0 
3 60 
420 
430 

5 4 0 

6 ■: 0 

6 0 

7 j 0 
7 : ; 0 
84 0 
9 0 0 
9 6 0 

1 }20 
1 0 3 0 
1 1 4 0 
1200 
1231 



< 2 1 'J > 16 

<211> 2636 

<212> DNA 

<21?< > Homo sapiens 



<2 2!. > m i. sc.. f eature 

<22-;:> Incyte ID No: 1881009CB1 

<40J> 16 

tgggcgtgga ggtgtcgaga gtgactgtgc tggggctget ccatcgttgt ctgagcctcc 60 

cggtgctgcc gctgtggccg tttctttgat gaggctctca gaggecgagt cattcactgc 120 

eggectgaag ctgcccatgc geatattegg getggagect ctgaggccac acaaacgccg 130 

gctggggagg cgaagtgtgg ggctgagcac cagaactcca ggagcgtctg ggctggagac 240 

agaactgggt gggcaggtgg ggagggcctg cagatctgag tgggcagccg aggaggaacc 300 

cagaagaege cagcgatgga gctctgccgg ggcggaatgt ggecaggagg ggegggagea 360 

gtgaeggect gtccggcgct agaacgaggg accgtgctct caggacctct ggatgttccc 420 
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gagtatcctg atgttccacc cagaagccgc cagggccatc ctggagtacc gcatccgcac 480 

gctggacggg gccctggaga acgcccagaa cctgggctac cagggagcca agtttgcctg 540 

ggagagtgca gactccggcc tagaggtttg ccctgaggac atttacggag tccaggaggt 600 

ccacgtcaac ggggccgtgg tgttggcctt cgagctgtac taccatacca cccaggacct 660 

gcagctattt cgagaggctg gtggctggga cgtggtcagg gctgtggccg agttttggtg 720 

cagtcgtgtt gagtggagcc ccagggagga aaagtaccac ctgaggggag tcatgtcccc 780 

cgacgagtac cactcagggg tcaacaactc tgtgtacacc aacgtcctgg tccagaacag 840 

cctgcgcttt gctgctgccc tggcccagga cctgggtctt cccatcccca gccagtggct 900 

ggcggtggct gacaagatca aggtaccctt tgacgtggag cagaacttcc acccggagtt 960 

cgatgggtat gagcctggag aggtggtgaa gcaggcagac gtcgtgctcc tgggataccc 1020 

agtccccttc tccctgagtc ctgatgttcg caggaaaaat ctggagattt acgaggctgt 1030 

gacgtccccc cagggccccg ccatgacctg gagcatgttt gctgtgggct ggatggagct 1140 

gaaggacgca gtgcgggccc ggggcctcct ggacaggagc tttgccaaca tggctgaacc 1200 

cttcaaggtg tggacggaga atgcagacgg gtcaggcgct gtgaacttcc tgacaggcat 1260 

ggggggcttc ctgcaggcgg tggtcttcgg gtgcacgggg ttcagggtca cccgagcggg 1 320 

tgtgaccttt gaccctgtgt gtctgtcggg gatctccaga gtgagcgtct ccggcatctt 113'. 

ctaccagggg aacaagctca acttctcttt ttccgaggac tccgtgaccg tggaggtcac 144\ 

agctcgagca gggccctggg ctcctcacct ggaggctgag ctgtggccat cccagtcccg 150( 

gctctccctg ttgccaggac acaaggtctc ctttccccgc tcggctggcc ggatacaaat l r :.6( 

gtcacccccg aagctgcctg gaagttccag ctccgagttc cctgggagga ctttttcaga 1620 

tgttagggac ccgctccaga gccccctctg ggtcaccctg ggttcctcca gccccaccga 168'; 

gtcactcact gtggaccctg cctctgaata atcaggaacg gtggcttcag agacgtctct 174C 

tgggccttcc ctctggccac gtctgcaccc acccctcctg ggcaccctcc tagcctgcca 1800 

tccctcacct gcagccaggc tctcagggaa ggtccatgct gcttggcctg agttcaaggc I860 

tttctgcctg tagcctggac tcccgtggac ccccgtgggc aggtggcttc cccgtggcat 19. :( 

ctccacaccg cctctgcctg cccctgtgga ctgatgctat cgcgcacggt cccacgaccc 1 ,J '-!( 

caccccgagc tcctgaagcc ggggtctgag cctgcatcac ctctggcctc tcatccccca 2 .' 4 C 

ctctcctgag agcagtggtc acagcggccg gccgctctgc tgagaaggca gagaggcagg 21''.K 

ctcaggcctc agcgtggaca gcagggataa ggggcacgaa ggacggggac tcggcccctt 2'. 6( 

cagaattcct caggactctc aggtgcagct ttgccaaaaa ggaacttttc atgtcatgca 2„2i 

gttgagggga cttagtctca atcccaggct cctcttgact ctgggcagct ttaatcaggt 228L 

tgggcagcct ctgctacagc gtggagtggg atggctctct tccctcagcc acgccgcttg 2'MC 

tgaggacaga ggtgggggag tgggaagtgg gaagtcacca gagaacagga gagggatttg 24 0C 

agggcgcgac cccagcgctc tccacggacc agccagaggg actggagcca ggtgtgcatg 2460 

ggttcaaggc cctggccctg cccagcctct gtcttgggag ctcagcccca gggttcggtc 2^20 

gtcagcagtt tcccaagaac aagatgtgat ggcatctgct gctgaaaccc tgatgaggac 2530 

caggccccct gcaccgctgt cagcctgagg aattaaagct ttggtgctgg gaagac 2636 



<210> 17 

<211> 2634 

<212> DNA 

<212. > Homo sapiens 



2 0 
21 



misc_feature 
incyte ID No: 



/54065CB1 



<400> 17 
gccggaagca 
ggacacccag 
c ttccgcctg 
gtacggaggc 
gc tcagccgc 
aggcc t tacc 
catgggcaac 



ggaagtgagt 
tacatcc tgc 
ctgtcaccca 
ctggc tgtgc 
ctct tccgcg 
gaggaggagt 
tacaagtcct 



t tgcgaacgg 
ccaatgacat 
cagagcgcct 
tgcttcagac 
cccaggaccc 
atcaggcgtt 
ttggtgacac 



agcagc tgct 
cggcgtgtc t 
c tatgcctac 
ctcccctgag 
cgaccagc tg 
cctggtctat 
caagtttgtt 



gctgcagcag 
agcctggac t 
cacctgtccc 
gccccctaca 
cgccaacatg 
gccgcgggtg 
cccaacttgc 



ggcccatggc 6 0 
gccgtgaggc 120 
gtgccgcctg 180 
tctatgctct 240 
ccctggctga 300 
tttactccaa 360 
ccaaggaaaa 420 
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gctggaacgg gtgatcctag ggagtgaggc tgctcagcag cacccagaag aagtcagggg 480 

cctctggcag acctgcgggg agcttatgtt ctctctggag ccaaggcttc gacacctcgg 540 

actggggcag gagggaatca ccacctattt ctctgggaat tgtaccatgg aagatgccaa 600 

attggcccag gactttctgg actcacagaa cctcagtgcc tacaacaccc ggctcttcaa 660 

agaggtcgat ggagaaggga agccctacta cgaggtgcgg ctggcttctg tgcttggctc 720 

agagccttcc ctggactctg aggtgacttc caagctgaag agctatgaat tccggggaag 780 

ccctttccag gtgacccggg gggactacgc gcccatcctc cagaaggtgg tggagcagct 840 

ggagaaagcc aaggcctatg cagccaacag ccaccagggg cagatgctgg cccagtatat 900 

agagagcttc acccagggct ccatcgaggc ccacaagagg ggctcccgct tctggatcca 900 

ggacaaaggc cccatcgtgg agagttacat cgggttcatc gagagctacc gcgacccctt 1020 

tggttcccga ggagaatttg aaggtttcgt agctgtggtg aacaaggcca tgagtgccaa 1080 

gtttgagcgg ctggtggcga gcgcagagca gctgctgaag gagctgccct ggcccccaac 1140 

ctttgagaag gacaagttcc tcacccctga cttcacctcc ctggatgttc tcaccttcgc 1200 

tggctccggc atccctgccg gcatcaacat ccccaactac gatgatctga ggcagacgga 1260 

aggctttaag aacgtgtcgc tggggaatgt gctggctgtg gcctacgcca cgcagcggga 1320 

gaagcttacc tttctggagg aggatgacaa ggacctgtac atcctctgga aggggccctc 1380 

cttcgatgtg caggtgggcc tgcacgagct gctgggccat ggcagtggca agctcttcgt 1440 

acaggacgaa aaaggagcat tcaactttga ccaggaaaca gtgatcaacc cagagacggg 1500 

cgagcagatt cagagctggt atcggagcgg ggagacctgg gatagcaagt tcagcaccat 1560 

cgcctccagc tacgaagagt gccgggctga gagcgtgggt ctctacctct gtctccaccc 1620 

gcaagtgctg gagatctttg gctttgaggg ggctgatgcg gaggacgtga tctacgtgaa 1630 

ctggctcaac atggttcggg ccgggctgct cgctctggag ttctacacac ctgaggcctt 1740 

caactggcga caggcccata tgcaggcccg gtttgtgatc ctgagagtct tgctggaggc 1800 

tggcgaggga ctcgttacca tcactcccac cacaggctcc gatgggcgcc cagatgcccg 1860 

ggtccgcctc gaccgcagca agatccggtc tgtgggcaag cctgctctag agcgcttcct 3920 

gcggagactt caggtgctga agtccacagg ggatgtggcc ggagggcggg ccctgtacga 193 0 

ggggtatgca acggtcactg atgcgccccc cgagtgcttc ctcaccctca gggacacggt 2 040 

gctgctgcgt aaggaatctc ggaagctcat tgttcagccc aacactcgcc ttgaaggctc 2100 

agacgtgcag cttctggaat acgaggcgtc agctgctggc ctcatccgat cctitctctga 2 160 

gcgtttccca gaggatggac ccgagttgga ggagatcctc acacagctgg ccacagccga 2220 

tgcccgattc tggaagggcc ccagtgaggc cccatctggc caagcttgag gaagatgtgt 2280 

ggccttgccc ccaattccat cagaccaagg ctgcaagtgg ccctccattc gtgtgtgtat 2340 

ttaggggctg gggaggggga ggggcaggag cttggacctt ggtactacct cagctgaggg 2400 

tggtgacaca accccttcca tttgtcagca ctttccagcc tgccaattgc ttcccctctg 2460 

tgatctcatt tcatctgcac tgccatacgt ggagtgagca agacagggct taccatcctg 2520 

tctaccagat gaggaaatgg cagttctgag aagtcactgg tctagatccc gcaggtggca 2 580 

cgtgacagct agggttcaaa acgttctcac caaatccaat gctcctcaca tattaatttt 2640 

ataaccagac aaataaatat tagagacaac cacaaaaaaa aaaa 2634 



<210> 18 

<211> 946 

<212> DNA 

<213> Homo sapiens 

: 2 0> 

!21> misc_feature 
J23> Incyte ID No: 2183367CB1 

<400> 18 

atcctgccaa agagagagac gcttttcacc ctggatgacc aggcgctggg gcccgagctc 60 

acagctccag caccagagcc tcccgccgag gagccacgcc tggagcccgc gggcccagcc 120 

tgcccggagg gagggcgagc ggagacgcag gccgaaccgc ccagcgtggg gccctagccg 180 

gcgtcccctg cctccagaac gcgggctgga ccccaatgga gaacaggtgg tgtggcaggc 240 

gagcggttgg gcagcccgca tcatccagca cgagatggac cacctgcagg gctgcctgtt 300 

tattgacaaa atggacagca ggacgttcac aaacgtctat tggatgaagg tgaatgacta 360 
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aagctttgct actggggctg aggattccgg ataccaagac gcaaacactt tcactttgag 420 

ctgggcaaat cttacttggc atcaacttgg atggctcgca tatgacagga aactggattg 480 

ccaaggcatg gcagactgag ctggaggaag atgtcagaaa tgtttgccct gaaatcagtt 540 

acggacaaaa tgttggctac aacttgagga gaaaaatcac ccccaaagga gtggacattt 600 

cctaacaatt ctgtatggag gaaggtgggg taattgcatt cgtctgcagt agacacgagt 660 

tcctcggacc tgtataatct cccaaagcca aggtttggta ataatgtagt ccccaaatac 720 

ctgaaagctg tctttaaaaa tgcaggtaag catgtgactg gccatttgtg ccgagttctt 780 

atttttacgg agggcttgtg gccttagacg ccagtttgct tatggaaatg aaagagaata 840 

gtccctgttc aaggatgtgt ttcatgacag cacgagtgta aatgagtgcc cacacatttt 900 

aacagccttg ggcaggattt tgctgctgag aaaataaaaa aaaaaa 946 



<210> 19 
<211> 2092 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> mi sc_f eature 

<223> Incyte ID No: 2458536CB1 



<400> 19 

ggcaattagc 

ttcgacccat 

ccaggagacg 

gtcatggccg 

gtcagcaaaa 

caaagcaaca 

ttcgtggctg 

tgcat tgagg 

ctgggcctcg 

gtgttcaatc 

t tec tgatac 

aagggcaatg 

ctaatccgag 

taccagaac t 

gagatgttcc 

gtggcctcct 

gcagctggca 

catat tgat t 

tgtgacaac t 

gatat tgacc 

egaegtaggg 

gaagctaagg 

accgagcagg 

aaaaatgact 

tcagaagtgc 

gctggttt tg 

ccgcagccc t 

ggcaaagc tg 

aatcagaaga 

tggaacagag 

ttaggggagg 

cccagtgttt 

taagtctgaa 

gaaaatattt 



gcgcgccagg 
cggcgacccg 
gaeegcaagt 
ccgacagtga 
gcacaacatc 
ac ttcaagga 
tggacacgga 
aacgttacaa 
cctgcttcaa 
tcactctgct 
agcatggc t t 
acaagggtga 
cccgccggcc 
tetatgeaca 
cagcaggcat 
act tagaata 
gcccacacct 
accgctgctg 
teteggctta 
tta tea ttga 
aaaaacggaa 
atggtcctcc 
aggtggc tgc 
tagagatggg 
cagggageca 
atgee t t tat 
gcagctc tgg 
tacccc tcac 
tgaagc tcac 
gtattttggg 
gggaatgtct 
gaggtacaag 
aatgtcttgg 
gaccagcttc 



c tgccttccc 
aeggegagae 
ccagcgtacc 
egatggegea 
tggggaggag 
gatgtggcea 
gctgagtggg 
ggccgtgtgt 
gcggcageea 
gtgcatggag 
caacttcaac 
tgagagccag 
cctggtgcta 
cctccc tgag 
ttatgacaec 
tgccttccgg 
taccctggag 
cctgccccca 
tggctggtge 
cac tgatgag 
gagggct tta 
caagaagcag 
cgatgaaac t 
gat taaggca 
agecagtcet 
gacaggt ta t 
accc tggc tc 
agtggccaag 
t tggggcagt 
tctc tctagc 
tgacagacat 
taagaaggc t 
gaaagt ttta 
atctttggtt 



cgcgccggac 
cccgccccat 
cacagaegac 
gt ttcagetc 
ctagtagtcc 
tccc tectge 
c ttggggaca 
catgc tgeca 
gaeaagggtg 
gagtatgtca 
cagcagtatg 
agecagteag 
eacaatggee 
agtctgggaa 
aaatatgctg 
aaatgtgaac 
ttctgeaact 
gcaacccacc 
ccectgggac 
gc tgcggeag 
t tgaacc tac 
gtetgtgggg 
aggaacc tgc 
geaaggectg 
aacccagtgc 
gtgatggcc t 
cc tgaatgee 
agecagt tct 
age tgatgea 
ctgaaatgtc 
cactgeattg 
gaccagcacc 
caaaaaaaaa 
atttcttatt 



ccgggacgtc 
ccccgactgc 
teaggeggga 
ccgcagc t tc 
aggttcccgt 
tagecataaa 
ggaagag ttt 
ggacccgt tc 
aacattccta 
tagaaecaaa 
cccaaggcat 
tacggaccc t 
ttatagactt 
ccttcaccgc 
ctgagtttca 
gggaaaatgg 
atccttccag 
gtcctcatcc 
cacagtgtcc 
aggaeaagcg 
eggggacaca 
atageatcaa 
c tcac tccaa 
aaa tagctga 
ctggggatgg 
a tgtggaagt 
acaa taaggt 
c tcgttcctc 
ac ttccacct 
atcctcaact 
ccc tggaccg 
tgtaacactg 
aatcaacaga 
gcagctctgt 



tgaacggaag 

ctgaaccgcg 
gaegageggt 
cgacggtggt 
agtggatgtg 
gacagc taat 
gc tgaaccag 
tatcctt tec 
tctggctcaa 
gtctgtgcag 
cecctaccat 
attcc tggag 
ggtgt tcctg 
tgacctgtgt 
tgcccgtttc 
gaagcagegg 
catgagggac 
caccagcatc 
tcagtctcac 
gegaeggega 
gaec tc tggg 
gee tgaagaa 
geaaggcaac 
tagagc tacc 
a t ^geacegg 
gagecaggga 
atat ttgagt 
caaagcccac 
tgc tc tcagg 
gc tactgagt 
cctcctttat 
actttatttt 
agcaagttat 
aaggacagac 



6 0 
120 
130 

2 4 0 

3 00 

3 6 0 

4 2 U 
4 8 0 
54 0 
6 0 '0 
6 6 0 
72 0 

34 0 
9 0 0 
96 0 
1020 
1 0 3 0 
1140 
12u0 
1 2 6 0 

::?..:o 

1 1 0 
144 0 
1 j0 0 
1 5 0 0 
1 6 2 0 
1 6 3 0 
174 0 
1800 
1860 
1920 
1980 
2040 
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tgttcccaaa gctccagcca tggcaggaag ggaagcaaat acagtctcca tt 2092 



<210> 20 

<211> 2625 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2472979CB1 

<400> 20 

agctgttggt gggggtgcag cactgagccg ccgacggggc gggtgggctt tgctgccgag 60 

caggcggcgc cgtcttgggg cctagcggcg aggcgacccg cacagtactg taagattgat 120 

gttaaaggca tggtgttcac cccacttcat cagcgtacat aagttatctc ttcttttgga ISO 

cccttatttt atgccataat gcaacaagct ttagaactag ctttggatcg tgcagagtat 240 

gtcattgaaa gtgcccgaca gagacctcct aaaaggaaat acctatcaag tggaagaaaa 3 00 

tctgtatttc aaaaacttta tgacttgtat attgaagaat gtgaaaaaga acctgaagtt 360 

aagaaattaa gaagaaatgt gaacttgtta gagaagcttg ttatgcaaga gactttgtca 420 

tgtttagtgg tcaatctata cccaggaaat gagggatatt ctctgatgct caggggaaaa 480 

aacggatcag attccgagac cattcgactg ccctatgaag aaggagagtt gcttgaatat 540 

ttggatgcag aagaattacc tcctattttg gttgatctcc tagaaaaatc tcaggttaat 600 

atttttcatt gcggatgtgt catagcagaa atacgtgact acaggcagtc cagtaacatg 660 

aaatctcctg gttaccaaag tcggcacatt ctcttacgtc caacaatgca gactttaatt 720 

tgtgatgtac attcaataac aagtgataac cacaaatgga cccaggaaga caaacttttg 780 

cttgagagcc agctcatcct agctacagct gaaccactct gtcttgatcc ttctatagca ■:'-40 

gtcacctgca ctgcaaacag actgctctat aacaagcaaa agatgaacac tcgcccaatg ^00 

aaacggtgtt tcaagaggta ttccagatcc tctctgaatc ggcagcaaga tctatctcat : J 60 

tgtccacctc ctcctcagct gaggttactt gatttcttac aaaaaagaaa ggaaagaaaa L020 

gcaggtcagc attatgacct caaaatttct aaggcaggaa attgtgtaga tatgtggaaa 1030 

cggagtccct gtaatttggc cataccttct gaagtagatg tggagaaata tgctaaagtg 1140 

gaaaagtcta tcaaatctga tgactcacag ccaacagtct ggccagccca tgatgtaaaa 1200 

gatgattatg tatttgaatg tgaagctggt actcagtatc agaaaacaaa gctgaccatc 1260 

ttgcagtcgc ttggagatcc actttactat ggtaaaatac agccatgtaa agcagatgaa 132 0 

gaaagtgaca gccagatgtc tccatcacac tcgtccacag atgatcattc aaattggttc 1330 

attattggat caaagaccga tgctgagagg gtagtcaatc agtaccaaga attagtccag 1440 

aatgaagcca aatgtccggt caagatgtca cacagctcca gtggctcagc cagtctgagt 1500 

caggtttctc cagggaaaga aacagatcaa actgaaaccg tgtcagttca gtcttcggta 1560 

ttggggaagg gtgtaaaaca tcgaccccca ccaatcaaac ttccctcaag ctcaggaaat 1620 

agttcctcag gtaactattt tacaccacaa cagacaagca gctttctcaa atctccaact 1630 

cctcctcctt cttctaagcc atcaagtatt cctcggaaat catctgtgga tctcaatcaa 1 

gctagcatgc tttctccagc tgccctatca cctgccagct catcacaaag aaccacggcc 1 

acccaggtca tggcaaactc tgctggactt aacttcatca atgtagtggg ctctgtttgt 1 

ggggcccagg ctttgatgag tggttcaaac cccatgctgg gctgtaacac tggtgccata 1 

actcctgcag gaataaacct gagcggcctt ctaccctcag gaggtctgct accaaatgca I 

clgcccagtg caatgcaggc agcttctcaa gcaggtgttc catttggttt aaaaaatact 

tcaagtctca ggcccttaaa tctactccag cttccaggtg gttcacttat ttttaacact 

ctgcagcagc agcaacagca gctctcccag tttacaccac aacaacctca gcagcccaca 

acttgtagtc ctcaacagcc aggggagcag ggttctgagc aaggttcaac cagtcaagaa 

caggccttat ctgctcagca agctgctgtt attaacctta ctggagtagg aagttttatg 2^30 

cagtcacagg cagctgcagt tgcgattctt gcagcatcaa atggctatgg cagcagcagc 

agcacaaaca gctcagctac atcatcatcg gcatacaggc agccagtcaa aaagtaaaat 2400 

gaagagaggc acgccaacca ctccaaaatt ttgagtcttg cattactttt tgttcctttt 2460 

ttaaaaacac aagagcactg aatcaaaaga attgagtttc tactttttgt tttttttaat 2520 

gtgtcagtat tttacattgc tagatgtaca aactttatac agaagcacaa ccttatcatt 2580 
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tttaaataaa aacagggaaa tggtttaaca aaaaaaaaaa aaaaa 2625 



<210> 21 
<211> 2687 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 2612754CB1 

<400> 21 

cgcggcgcgg ccaggcccgg ccgaccgcgt ctcggtcttc gcgtctgcca gcctggctgg 60 

cagtccgtct gtccatcccg ccgcgccggg gcagtctagg cggagggggg ctcaggcggc 120 

ggcggcctcg acgcgagtga gtgtcgtggt tggggtgctg gacccagagt gcctaccctc ISO 

gcctgcctgg gcctcagttt ccacatctgc acaatggggg tgaccatccc tgccctgctg 240 

gctgccagga gcggctgtga gtcttcaggc gtggatgcag cctgggggaa gccatagggc 3 00 

gctttcacag gcctggcctt caccatggcg ggagggagac cgcatctgaa gaggagtttc 3 60 

tccatcatcc cctgctttgt cttcgtggag tcggtgctgc tgggcattgt gatcctgctt 420 

gcttaccgcc tggagttcac ggacaccttc cctgtgcaca cccagggatt cttctgctat 480 

gacagtacct acgccaagcc ctacccaggg cctgaggctg ccagccgagt gcctcctgct 54 0 

cttgtctacg cactggtcac tgccgggccc accctcacga tcctgctggg agagctggcg 600 

cgtccccttt tccctgcacc accttcagcc gtcccagtca tcggggagag caccatcgtg 660 

tctggggcct gctgccgctt cagcccccca gtgcggaggc tggtccgctt cctgggggtc 7f. ••"> 

tactccttcg gcctcttcac cacgaccatc ttcgccaacg cggggcaggt ggtgaccggc Vi 7 .0 

aatcccacgc cacacttcct gtccgtgtgc cgccccaact acacggccct gggctgcctg 84 0 

ccdccttctc cggatcggcc aggtcccgac cgctttgtca ctgaccaggg tgcctgogct 900 

ggcagtccca gcctcgtggc cgccgcgcgc cgcgccttcc cctgcaagga tgcggccctc 

tgcgcctacg cggtcaccta cacagcgatg tacgtgactc tcgtgttccg cgtgaagggc l'"10 

tcccgcctgg tcaaaccctc gctctgcctg gccttgctgt gcccggcctt cctggrgggc 10S0 

gtggtccgcg tggccgagta ccgaaaccac tggtcggacg tgct:ggctgg cttcctgaca 1 1 4 0 

ggggcggcca tcgccacctt tttggtcacc tgcgttgtgc ataactttca gagccggcca 12 ,, . , 0 

ccctctggcc gaagcgtctc tccctgggag gacctgggcc aagcccccac catggat:agc 1260 

cccctcgaaa agaacccgag gtctgcaggc cgcattcgac accggcacgg ctcaccccat 1320 

ccaagtcgca gaactgcgcc cgccgtggcc acctgatccc cagctgtgtc tcctccaggg 1380 

ccccagccat gtgttcgtcg ccccgtgtgc cccgtcctcg attgaggtct gagccgacgc 1440 

ccttgcccct gcccctaccc ctgccagcgc ccacccccag ccagggcccc tcgccttcct 1500 

cccctggacc tggggggcca ggcgggggtg gtggacgtgg ccggaagctg ctgctgccca 1560 

cgcccctgct gcgggacctg tacaccctga gtggactcta tccctccccc ttccaccggg 162 0 

acaacttcag cccttacctg tttgccagcc gtgaccacct gctgtgaggc ccgaccaccc 1680 

acccagaatc tgcccagtcc ccacttcttc cctgccacgc gtgtgtgtgc gtgtgccacg 1740 

tgagtgccaa agtcccctgc cccccaagcc agccagaccc agacattaga agatggctag !.8"0 

aaggacattt aggagacatc tgcctctctg gccctctgag atatcccgat gggcacaaa: 1.860 

ggaagg-gcg cac:tgcccc tactattgcc cttttaaggg ccaaagcttg acccca::gg 1/^:0 

ccattg:ctg gctaatgaga acccctggt: ctcagaattt taaccaaaag gagttggcr:-: !'" J --;0 

caaccaa:gg gagccttccc ctcacttct: agaatcctcc tgcaagaggg caactccagc .: >40 

cagtgt:cag cgactgaaca gccaatagga gcccttggtt tccagaattt ctagagtggg .: 1. "i0 

tgggcatgat tccagtcaat gggggaccgc ccgtgtctaa gcatgtgcaa aggagaggag 2 160 

ggagatgagg tcattgtttg tcattgagtc ttctctcaga atcagcgagc ccagctgtag 2220 

ggtggggggc aggctccccc atggcagggt ccttggggta ccccttttcc tctcagcccc 2280 

tccctgtgtg cggcctctcc acctctcacc cactctctcc taatccccta cttaagtagg 2340 

gcttgcccca cttcagaggt tttggggttc agggtgctgt gtctcccctt gcctgtgccc 2400 

aggtcatccc aaacccttct gttatttatt agggctgtgg gaagggtttt tcttcttttt 2460 

cttggaacct gcccctgttc ttcacactgc cccccatgcc tcagcctcat acagatgtgc 2520 

catcatgggg ggcatgggtg gagcagaggg gctccctcac cccgggcagg caaaggcagt 2580 
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gggtagagga ggcactgccc ccctttcctg ccccctcctc atctttaata aagacctggc 2640 
ttctcatctt taataaagac ctgtttgtaa cagaaaaaaa aaaaaaa 2687 



<210> 22 

<211> 2894 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 
<223> Incyte ID No: 



2616646CB1 



<400> 22 

ccgatctcgg 

gcgccgataa 

cggggtc tc t 

gccggcgctg 

tgcgagtgct 

ac tgtgc tgg 

ttgtcatatg 

c tggaccgcg 

agatggtctg 

cagttgtaaa 

tggtttccat 

c«.:ggccccag 

c.-Kjctacaag 

a« :catac "eg 

cagatctggt 

a tatcaggaa 

aagctgatc t 

cc tatgggtg 

gtgac tgctg 

gtcacttegg 

gc ttccatga 

c tgttgtggt 

cggagagtga 

tctctcaagc 

cc ttcagcat 

cggccgccct 

tCtCCCCdCC 

tgtcactcgt 
tgaagagaag 
tgcacggttt 
aegggggega 
gc tggtcccc 
cccctctcta 
t :ggctgctg 
aaatac teat 
tggacagcgt 
gtgtggacgt 
tttgtcctta 
catcaacagg 
agtcattgtg 
ctgagaccca 
ggctgtctga 



cctcagcgtg 
t ttggtggcg 
cctgagtgcg 
ggccatcgcc 
gtggtggatt 
tggagee ttg 
tactgtgtca 
gaagtc tatg 
ggcctctctg 
cggcatcatc 
tatcat tgtc 
ccacc tggat 
cgtgtgggaa 
ggt tgc tt t t 
gcccagcgac 
caaccaagag 
ggatgcagaa 
gcccctc tac 
cagaagcaga 
ctccatcctg 
caaggt ttac 
cgctgtgagg 
ggtgctggac 
tgecagatae 
tgctcctgag 
gctggccacc 
ccgggggctg 
cctggggaag 
aacc t tgega 
gtggtacgaa 
c caggaagtc 
ggc c tacagc 
c c c tcccggc 
etctgetget 
aggtccgaag 
ggtctccgac 
ggee tgacca 
aac tgactta 
aatcggatgg 
gecataatgg 
gcgaccgtgg 
ggactgc tec 



ageatgegea 
gegtceggag 
age tacggga 
agegacgact 
ggcattctga 
ctcagcagtt 
gecatcatgt 
tc taagctgc 
ggggc tgee t 
gcaaccgtcg 
t ttgaccctc 
agtcatgat t 
accagaatca 
tegagtaegg 
attgeggegg 
cc t geccagg 
t tagaaaact 
ate tacagaa 
accacagac t 
cacaccacag 
gage tgccg t 
gggaceatgt 
gtggagtgtg 
gt t taccaac 
tac c ggc tgg 
atgc tcagag 
tggagcaaag 
ga tgtgattc 
gtggtcgcgc 
ctgtttggag 
ctgacacagc 
1 1 c tecageg 
agga tea tec 
cac ta tagcg 
a tgc tcaccg 
agageggect 
gggecac tgg 
ccatccgagg 
gaacagaatt 
tagcagaagt 
agacagee tc 
agaagtgegg 



ggtccccgcc 
ggtgctggtt 
cc ttcgecat 
tggtcttccc 
cgttgtatct 
ac ttgatcgt 
gtgtcagcat 
t ttacatccg 
gggtggcaga 
tggtcagttg 
t tggggggaa 
caagecagtt 
agctcttgtg 
cagagctttt 
gcctcgccct 
tggtc tgeca 
gecatcatta 
accccc tcac 
atgacttggt 
ggc tgcagta 
1 1 ttagtggc 
c tetgeagga 
aggtgcagga 
gactcatcaa 
tc atagtggg 
ccgcctaccc 
c tetgeagga 
ccaggc tcag 
actgeaataa 
gaaaccccaa 
ctcttctggg 
ac tccccact 
acctgeagga 
c caag tggtc 
accaca tgee 
gcgtctcctg 
aaac tgtccc 
agt tcccatg 
ccatggtctc 
agtgagcacg 
gggaagcect 
gaatccaggg 



ctcgctgcgt 
tgttc teggt 
geeggggatg 
agggttcttc 
catgeacaga 
cctcatgatt 
gagaggaacg 
cc tggege tg 
tggtgttcag 
gatcatcatc 
aatggc tcca 
ac t taatggc 
ctgt tgcat t 
ctcaacctac 
get tcatcag 
tgccccaggg 
catgeagt tt 
ggggctgtgc 
eggaggegat 
cagggac ttc 
tc tggatcac 
tgtcct tacg 
ccgcetggca 
egaegggat t 
ccacagcc tc 
gcaggtcagg 
a tat tc tcag 
tgtgaccaac 
acccaagtac 
caa cttgccc 
ggagcagagc 
ggactcttct 
ggagggegee 
acacgaagcg 
agaca tec tg 
tceagcacaa 
aggaacgatg 
acgccaaaac 
aatgact taa 
c tcaggtgat 
ggcccgtgga 
cccacccaga 



ttgcgcttga 
gaacggcgcg 
gtac tc ttcg 
gagctggtcg 
ggaaagctgg 
c tcctggcag 
atttgtaacc 
ttt tttccag 
tgcgacagga 
gctgccacag 
tattcctctg 
ctcaagacag 
gggaaagacg 
ttttcagaca 
caacagga ca 
age tcccagg 
geagcagegg 
aggattggtg 
cagctcaact 
atccacgtca 
aggaaagagt 
gacc tgtcag 
cacaagggta 
ttgagccaag 
gggggagggg 

tgctacgcct 
age ttcatcg 
t tggaaga tc 
aagatcttgc 
aeggagctgg 
c tac tgaege 
cccaagtac c 
teggggeggt 
gaat:cagca 
a tgegggee t 
ggggtctcca 
gactcacgc t 
agcgaatgtc 
gtt tatggga 
aggacgac tc 
tggatccct t 
agaccgtgaa 



60 
120 
180 
240 

3 00 
360 
420 

4 80 
540 
6 0 0 



102 0 

\ MX 0 

114 0 
1 2 0 0 
12 6 0 
132 0 
1330 
144 0 
1 5 
1 5 6 
162 
1 6 r" 
1.7 4 

1 -; 

i o •: 

1 ':' 

1 ■/ 8 

2 j4 

2 ; "' o 

216 0 



2280 
2340 
2400 
2460 
2520 
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cagttcctta 
tggtttgttt 
gctggggttt 
cgaaacccga 
tgcctattcc 
actcttctgg 
acgataaaaa 



gcctcccacc 
ttcaaactgg 
tctcctgggc 
tcgggaaagt 
cac tgcccag 
c tctggggtc 
aaaa 



ccccaaggca 
gcttcctgga 
gtcaccaagg 
aagtggagcc 
ttgtttgtcc 
ggccagtgga 



gctct tttca 
tgtacaaatg 
gcagccctgg 
cccggccccg 
acatcaggag 
t tcaggagtt 



tccaac tcag 
gaactgtggt 
gctctggc tg 
ccgagccaca 
ttgctgat tg 
gaaacaataa 



tttacaggcg 2580 
gagggtgcgg 2640 
gggatgaaga 2700 
gccccccaac 2760 
aattcttgct 2820 
agcgcgcgtc 2830 
2894 



<210> 23 
<211> 752 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> mi sc_f eature 

<223> Incyte ID No: 2625111CB1 



<400> 23 

cccggccgcg 

tgccgccggc 

gtgctcgtgc 

agccgcctga 

gctgaccaag 

gtgcccgagg 

gtggtgccag 

gaggaggtag 

ggctataccc 

ggaccacacc 

gcacc tggta 

gcccgccc ta 

aaaggtctt t 



caggac t tga 
tgc tggcagg 
cgctctgctc 
ccgggaggca 
atgtggtgca 
agcacgtgtg 
tgcttgc tgg 
atgaggtgt t 
acttctgccg 
gggtctgggg 
cctaccagcc 
agcagcccc t 
gacagctc ta 



catgctgccc 
ggccacggcc 
agtgcgtggg 
caagggcgac 
cacggccctg 
gggcctgctg 
tgtaggccca 
tgcactgccg 
gggtggccac 
cctcacagc c 
ccgcctggcc 
ggcttcaccc 
aaaaaaaaaa 



gactgcctgt 
cggc tccgcg 
gtcccggcgc 
gtcagt t tec 
cgggaaaccc 
eggectg^gt 
ctggatcccc 
ctggcccacc 
:tccgc :acd 
gtca:cactg 
ggcctgacct 
tgtcaggeca 
aa 



eggecgaggg 
cgcggcccgc 
tgctgtacac 
caggeggcaa 
gggaggagct 
atgatccgea 
agagee tcag 
tgc tgeagae 
cdctaccogt 
agtttgccct 
gctcaggggc 
gctccac tec 



cgagc tgege 
gtcggccgcg 
gctgcggtcc 
gtgcgacccg 
gggcctggca 
aaaggccacc 
gec caactcg 
gcagaatcag 
c n tec tgc at 
geagctgetg 
tgagggtctg 
aggactgaat 



6 0 
120 
130 
240 

3 00 

16'. 

42' 

43' 

540 

6)'" 

6 6 

/ 2 \ 

7 



<210> 24 

<211> 1840 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2724525C3L 



<4"0> 24 

gccggtgggc ggtaggcggt getaegggta gctgggtgcc gtccaaaggc gaeagggegt *. 

cgt. tagggga gcgagtcgtg accgg:tggg ccacacccaa cgtgggacga agcttcgcct 1 ..: 

actgtt:gac tacgtgcgtg cagcc:ccco ^egatgtegg ccctcgaaaa gagcatgeae 1 ■■■ 

ctfggccgcc ttccctctcg cccacctcta cccggcagcg ggggcagtca gageggagee 24 

aagatgcgaa tgggccctgg aagaaagegg gacttttccc ctgttccttg gagtcagtat 1' 

tttgagtcca tggaagatgt agaagtagag aa:gaaactg gcaaggatac ttttcgagtc 3 ^ 

tacaagagtg gttcagaggg tccagtcctg ctccttctgc atggaggagg tcattctgcc 42 

ctttcttggg ctgtgttcac ggcagegatt attagtagag ttcagtgtag gattgtagct 460 

ttggatctgc gaagtcatgg tgaaacaaag gtcaagaatc ctgaagatct gtctgcagaa 540 

acaatggcaa aagacgttgg caatgtggtt gaagccatgt atggggacct tcctcctcca 600 

attatgetga ttggacatag catgggtggt getattgeag tccacacagc atcatccaac 660 

ctggtaccaa gcctcttggg tctgtgcatg attgatgttg tagaaggtac agctatggat 720 



26/29 
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gcacttaata gcatgcagaa tttcttacgg ggtcgtccta aaaccttcaa gtctctggag 780 

aatgctattg aatggagtgt gaagagtggc cagattcgaa atctggagtc tgcccgtgtc 840 

tcaatggttg gccaagtcaa acagtgtgaa ggaattacaa gtccagaagg ctcaaaatct 900 

atagtggaag gaatcataga ggaagaagaa gaagatgagg aaggaagtga gtctataagc 960 

aagaggaaaa aggaagatga catggagacc aagaaagacc atccatacac ctggagaatt 1020 

gaactggcaa aaacagaaaa atactgggac ggctggttcc gaggcttatc caatctcttt 1080 

cttagttgtc ccattcctaa attgctgctc ttggctggtg ttgatagatt ggataaagat 1140 

ctgaccattg gccagatgca agggaagttc cagatgcagg tcctacccca gtgtggccat 1200 

gcagtccatg aggatgcccc tgacaaggta gctgaagctg ttgccacttt cctgatccgg 1260 

cacaggtttg cagaacccat cggtggattc cagtgtgtgt ttcctggctg ttagtgacct 1320 

gctgtccacc cctcctcaac atcgagctct gttgtaaata cgtcgcacca gaggccactg 1380 

tgatgccact gtctcctctc catcccgccc agccatgtga cactggctcc cggtagacgg 1440 

gcaccccgag atgtaccaac cttttcatgt attctgccaa aagcattgtt ttccagggcc 1500 

cttgaccaac atcggcttcc ccagtccagg gctcccctgc tcctttccct tccctgtact 1560 

ggggtagctc ctgcctgctc tccctgcgtt gcctagggta aagcctccag atttgccata 1620 

ctgagcccct cttcctagca tcaggcgata catctgagtt caaatgtctt cccaggctca 1680 

gggacctcca ttccttgaga ttgtcttggc atggcccagc cctgcctcat gggatggaca 1740 

atgcatgggg tggtctttat ttttcccttt caaataaaac actagtcaag taccgtttta 1800 
tcccagtcgt actctttcca ggttggaaga cccagagatg 1840 



<210> 25 
<211> 1703 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> mi sc__f eature 

<223> Incyte ID No: 2824691CB1 

<400> 25 

ggcagcgcga gataaatcac gagaggaagc ttaaatctgt cgtttgaatt taggaccacc 60 

tcggttcaca atggtccgta gtggaaaaaa tggtgacctt catcttaaac agattgcata 120 

ttacaaacga actggtgaat atcattcaac tacactgcca agtgagagaa gtggcataag 130 

aagagcagca aaaaaatttg tcttcaaaga aaaaaagctg ttttatgttg gaaaagacag 240 

aaaacaaaat cgtttggtaa ttgtttcaga agaggaaaaa aagaaagtct taagagaatg 3 00 

ccatgaaaat gacagtggag ctcatcatgg tatatccagg accctcactc tggtagaatc 360 

caattattat tggacatctg tgaccaatga tgtcaaacag tgggtatatg cttgtcagca 420 

ttgccaagtg gcaaaaaata cagttattgt agcaccgaaa cagcaccttc tcaaggtgga 430 

aaatccatgg agtttagtta ctgttgatct gatggggcct tttcatacaa gcaacagaag 540 

tcatgtatat gctataatca tgacagattt gttcaccaaa tggattgtga ttttgcctct 600 

acgtgatgtt tcagcatcag aagtttctaa agctattatc aatatatttt tcttatatgg 660 

acctcctcag aaaataataa tggaccaaag agatgaattc attcaacaga tcaatattga 7 2=j 

actgtacaga ttgtttggca taaagcaaat tgtaatttct cacacctctg gaactgttaa 7'-".'.' 

cccaatggaa agtacaccta acacaatcaa agcatttctc tccaaacact gtgctgacca 840 

cccaaacaat tgggatgatc acctatcagc tgtttcattt gccttcaatg taactcactt 9'"""' 

ggaacctact aaaaatacac catattttca aatgtttagt cgaaatcctt atatgcctga 9 6'~» 

gacttcagat agtcttcatg aagtggatgg tgataataca agtatgtttg ccaaaattct 1020 

agatgcaatt aaagaagctg ataaaataat ggagaataag acaacttcac tgggccagat 103 J 

ggagaacaac aatttggatg aactaaataa aagcaagatc attgttaaaa agaaacccaa 1140 

acaattaaat ccatttcatt taaaagtggg tcatgaagtt ttaagacaaa ggaaaaattg IjOj 

gtggaaggat ggtcgttttc agtctgaatg ggttggtcct tgtgtcatag actatattac 1260 

agaaagtgga tgtgctgtcc tgagagacaa cactggggtt agactgaaaa gacctatcaa 1320 

aatgtcccac cttaagccct acataagaga atccagtgaa caagaaagtc tttatctctt 1380 

gcaaggttca gtagtggcag atcatgacta cattggattg cctgaaattc cgattggagc 1440 

atatcaagca aatattctgg tggaagatgc aactattggt atagtcgata atgaattact 1500 
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gacatcaagc aaggatcgtg aactattaga atatagaaat acgaaaatct ctccattgat 1560 

agacgatcat agttctcttg aaaagcagac tttcagtctg ttggactctt caaaccaggt 1620 

tcttgaatac ttaagttagt aaataccaaa atttatttaa agtgcttgtt tagaatataa 1630 

attcttaatg atatcttatt cat 1703 



<210> 26 
<211> 2326 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> mi sc_f eature 

<223> Incyte ID No: 4722794CB1 



<400> 26 

ggc tgaagcg 

cagtagaaga 

gctgccttcc 

aaagcagtcc 

tcattc tgaa 

aattgaaaag 

acttgaggat 

aattgagtgt 

actgagtgga 

gggcaagctc 

atgggcagta 

ttcagclgca 

t'zttatgcaa 

ggacacggta 

tggaggct tg 

c*:gctgggct 

atgtggagag 

tgaggatgct 

ccttgccagt 

tgccgagcct 

cacgacggag 

cat ttcaaga 

gtgccgcc tg 

cat ttcagaa 

ttttataatt 

cgcttagtga 

a tgtgcgcac 

aaactcctca 

tgt ttacaag 

c tgtcgctga 

agtggtagtg 

gtt taagtgg 

tct ttaacaa 

t taaataata 

atat tgcata 

cagtaatgca 

aataagaaag 

ttttaagata 

cttctcagac 



gggtaat tec 
tggtaatc tt 
agatcatc tc 
tataaagaga 
tccaaagcca 
ctgcaggccg 
tctcctttta 
gatgecagea 
atcaagaacc 
teggctggea 
gatcatggaa 
t ttaaaagaa 
ctaaagaaaa 
ggege tgtgg 
gect tgaaac 
gaaaatac tg 
catc ttgtgc 
caccaagccc 
gaagatggcg 
gac tec tccc 
agcatgtgtg 
c ttcctcc tg 
gagageccag 
cctgagcttt 
cc tat tgcaa 
cacgcgggcc 
atatgtgtat 
1 1 g tgtgacc 
taaaacc taa 
tgtgatatgt 
ctccatttaa 
at cc tgtggt 
agaatggt t t 
gtctgat tga 
gc t tcgagc t 
cagtccttaa 
caaagtttat 
aaggcacaaa 
taataaat ta 



tc tec tgcaa 
ggagaatgac 
aggtttegge 
aacgaggagg 
aggagtataa 
gtgctcttgc 
caaatgeagg 
taatggatgg 
cagtc teggt 
gaattcctcc 
taccctcttg 
acaagaggaa 
gaagacaatc 
t tgtggacca 
ate c ggggag 
gage tcataa 
gcacca tact 
tgt tggagac 
tge t tggegg 
aaaataagca 
teggatatat 
gtgeggtggc 
tgaaetgacc 
tgggggt ttt 
cc tegtgeac 
tttggtgggt 
gtgtggagta 
aggaa tggt t 
ag t tgeagga 
cagaactgaa 
taaeagtaa t 
aae t taaac t 
cagtgaaaca 
tacagt ttgt 
gta tggac ta 
tttgtgtata 
gggaaaattc 
aataaaagaa 
tct tttgaaa 



ttact t ttgg 
catggagaag 
tggtaaaata 
ctttgtgttg 
acatgtatgc 
aae tgacgea 
aatgggatct 
aaaatcctta 
tgecaacaga 
ctgettttta 
cce tec taac 
ac tagagc tg 
aagtgagaag 
cgaagggaat 
agt tgggcag 
cccctactcc 
ggc tagagaa 
tatgeaaaac 
agt gat tgtc 
gacac t tcta 
gtcagcccag 
aggacagtct 
c t tcaggctg 
taac tgaagt 
tgetcgagae 
gagegggact 
-gtgtgtttg 
aaa tcatctt 
aacatttttt 
gagtaaatct 
aag t aa taaa 
gttgttctca 
a tc tagcaga 
act tat t tea 
ta t tatgaaa 
atggaaagtt 
aatattatct 
gegtat tac t 
age tcgataa 



atggaagtat 
gggatgagtt 
acagecaaag 
gtgcatgcag 
aaacgagctt 
gtcactgcag 
aatctaaatc 
aattttggag 
c tc t tatgtg 
gt tggagaag 
atcatgacca 
gcagaaaggg 
gaaaatgact 
gt tgc tge tg 
gc tgctcttt 
acagc tgtga 
tgt tcacatg 
aagt ttatca 
etcegt teat 
gtggaatt tc 
gatgggaaag 
gtggcaatcg 
agtgtgaagc 
tggttgtttt 
acaagtgc tg 
gtgtgtgagt 
c ttctccgtg 
tacaaaatgt 
at ttcgtaaa 
ac ttgt ttaa 
gtgttt ttat 
tccc t tatat 
gaat taatgt 
tcaagc tttt 
gaa tatgtaa 
atttacaata 
ttgtttttgt 
gggtatagta 
aaaagg 



gcccc t t tc t 
ctggagaagg 
agt tggaaac 
gtgcaggtta 
gtcagaaggc 
cac tggtgga 
tgttaggtga 
cagt tggagc 
aagggcagaa 
gagee taeag 
caagat tcag 
tggacacaga 
caggcac t t t 
ctgtctccag 
atgga tgtgg 
gtacc tcagg 
ctt tacaagc 
gttcacc t t t 
gcagatgt tc 
tgtggagcca 
ccaagac tea 
aaggtggggt 
gtc tcagagg 
atctttc ttg 
c tgtagt tag 
gtgtgcgcgt 
gatgaaacag 
gtgc 1 1 taac 
gaggtaccaa 
at gac r. tgac 
ttgttaacca 
ggggcattt t 
cagaacc ttt 
ctaagc ttaa 
agagaacata 
taacac tgta 
ttaaatatat 
tgtgac tec t 



6 0 
120 
18 0 
240 
3 0 0 

3 6 0 
420 

4 3 0 

.) 



I 0 3 0 
13 ■ 
1 2 0 0 
1260 



14 4 0 
1 r =' 



1. 



1 , 

1 •? ■ 

J .'4 j 

2 1 0 0 
2160 
2220 
2230 
2326 
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<210> 27 
<211> 614 
<212> DNA 

<213> Homo sapiens 

< 2 2 0 > 

<221> misc_f eature 

<223> Incyte ID No: 5328267CB1 

< 4 0 0 > 2 7 

agcttccagt caccatgaag gctctcctag ttctggggtt cctcctgctc tctgcctctg 60 

tccaggccaa gacctatgaa cgctgtgagt tcgccagaac tctgaaaagg aatgggatgt 120 

ctggctacta tggagtcagc ctggcagact gggtgtgttt agctcagcat gagagcaatt 180 

ataacacaca agccagaaac tacaaccctg gagaccaaag caccgactat gggatatttc 240 

agatcaatag ccgatactgg tgtaatgacg gcaaaacccc aagagcaaag aacgcctgtg 300 

ggataccctg cagcgctctg ctgcaggatg acatcactgc agccatacaa tgtgcgaaga 360 

gagttgtgag ggatccccaa ggcattcgag catgggtggc atggcaaaga cactgtaaaa 420 

accgagatct atccgggtat attcggaact gtggagtctg gacgcagtgc acttctactc 480 

agctcactct gtctctttct cactgtggga gtagctatgg ggaaggtccc acttccttgc 540 

tttcccctca aaacaacagg gctttcactt cttagtttcc aacgcacttc acaatgctcc 600 

cagaatccgg acat 614 



<210> 28 
<211> 1174 
<212> DNA 
<213> Homo 



sapiens 



<22u> 

<221> mi sc_f eature 

<22 3> Incyte ID No: 5 3 8227 7CB1 



<40 0> 2 8 

cgccccgccc 

ctgc tctggc 

ggtggatggg 

ggat tttcag 

ggaaacagtt 

ctaaaagatg 

agcatggtgc 

ccgaccccac 

aatcgcctga 

tgt;gggac tg 

tat t tatcag 

tggcctttga 

gtagcagaag 

ggagacccaa 

ttttttcctc 

t tcagggaag 

cagtgc taca 

tatgttttta 

gtttcactca 

aactaaagta 



cgcccggc tg 
c tcgcttgtt 
gagcatcgc t 
gttacaatac 
tggacatccc 
agaatcccaa 
agtacctgaa 
t t tgtgaaac 
actc tgttgt 
acgtact tga 
atggac taca 
tagagaaaaa 
caaaacc tga 
a tc tgc t tg t 
aggct taaac 
ttttatactt 
gctataaaat 
aaaagtcaca 
tacatacacc 
taagaatatc 



c tccatggcg 
gc tcttcggg 
ggctgacagg 
caggtgggcc 
agtagcagtt 
gcagcacat t 
gtccgtggac 
agcctgggaa 
tggtgaatat 
cctgtggacc 
tttgtctcca 
ggtctcttct 
at taagtc tg 
tatctacaga 
ctttgccact 
aggtccat tg 
ataccc tgag 
at 1 1 ta taaa 
cacacacccc 
atgactagtt 



ctgtgcgagg 
gac tccatca 
ctggtcagaa 
aaaattatcc 
acaattttct 
cccctggagg 
atccctgaga 
ga a cagtgc a 
gccaatgcgt 
ctgatgcagg 
aaggggaatg 
ctacctttgc 
ctgggagatg 
ac tcaaagt t 
ga ta t taa ta 
tgtt tcgaca 
cagcttgtta 
aatggtt ttt 
ac tcaacc t t 
aaaa 



ccgcgggctg 
cccagttttc 
aatgtgatgt 
ttccaagatt 
t tggggccaa 
agtacgctgc 
atcgagtcat 
tcatacaagg 
gtt tacaagt 
acagccagga 
aatttttgtt 
tgc t tec t ta 
gagaccatta 
gtcaatacgt 
ataaaagtat 
gtatt tat ta 
attctataaa 
ct tacattct 
gtatcaaatt 



egggagtgee 
c t tccagcag 
tc tgaatcgt 
aatcaggaaa 
tgacagtgca 
gaacctaaag 
tctcatcacg 
ttgeaaac ta 
ggcccaagac 
ct tctcatct 
c tegcat c tc 
c tggegggat 
gecaa t caca 
agagg tacgc 
tagatga 1 1 1 
atgeagatat 
tgacaaagac 
1 1 tgagaact 
ccaaaagtgt 



12' 

1 3 •; 

24: 



96' 
l v 

1 J ■ 



1140 
1174 
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